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information
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Template Information

Fold:SH3-like barrel
Superfamily:Cell growth inhibitor/plasmid maintenance toxic

31
component
Family:Kid/PemK
Fold:SH3-like barrel
27 Superfamily:Cell growth inhibitor/plasmid maintenance toxic

component
Family:Kid/PemK

Fold:Ribonuclease H-like motif
Superfamily:Actin-like ATPase domain
Family:Acetokinase-like

Fold:Ribonuclease H-like motif
Superfamily:Actin-like ATPase domain
Family:Acetokinase-like



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1m1fa_
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http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/30270b778f917ad5/d2e1za1.3.pdb
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