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Secondary structure and
disorder prediction

10 e () o o o IO o o o 40 s ¢ o B0 o o 60

MKKI LEAILAI NLAVLSCI VFI NI | LRYGFQTSI LSVDELSRYLFVWLTFI GAI VAF MDN
Secondar
Y AAARAAAAAAARAARAAARARRAARARRR RRRAARANAARRARRRARARRARS—

structure

SS
-

Disorder ?

Disorder
confidence
.70 . . . . . 80 . . . 90 . . . 100 . . . 110 . . 120

AHVQVTFLVE KLSPAWQRRVALVTHSLI LFI CGALAWGATLKTI QDWSDYSPI LGLPI GL

secondary _ ARAAARAAAR ARARAARAAARAARAARAARARAARARARARRAAN L LY

structure

SS
confidence

Disorder 22222272222

Disorder
confidence
. 130 . . . 140 . . . 150 . . .

MYAACLPTSLVI AFFELRHLYQLI TRSNSLTSPPQGA
Secondary o g AARAAARAARARALAAARARAAN

structure

SS
confidence

Disorder 222222227272

Disorder
confidence

Confidence Key
High(9) Il [IRERN Low (0)
? Disordered
A% Alpha helix
) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

