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 Description [Pt

Date 2

Thu Jan 511:44:34 GMT

Uiniigyuiz J°b 2dd95a9402b803cF

information

# Template Alignment Coverage 3D Model Confidence
1 c2qtsA_ Alignment

2 c300rC_ Alignment

3 clwx4B_ Alignment

% i.d. Template Information

PDB header:membrane protein

12 Chain: A: PDB Molecule:acid-sensing ion channel;
PDBTitle: structure of an acid-sensing ion channel 1 at1.9 a
resolution and low2 ph
PDB header:immune system/oxidoreductase

10 Chain: C: PDB Molecule:nitric oxide reductase subunitc;
PDBTitle: crystal structure of nitric oxide reductase from
pseudomonas?2 aeruginosa in complex with antibody fragment
PDB header:oxidoreductase/metal transport
Chain: B: PDB Molecule:melc;

11 PDBTitle: crystal structure of the oxy-form of the copper-bound

streptomyces2 castaneoglobisporus tyrosinase complexed with a
caddie protein3 prepared by the addition of dithiothreitol



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2qtsA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/2dd95a9402b803cf/c2qtsA_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3o0rC_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/2dd95a9402b803cf/c3o0rC_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1wx4B_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/2dd95a9402b803cf/c1wx4B_.3.pdb

