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Secondary structure and
disorder prediction

10 20 30 40 s oo B0 . o 60

MSCPVI ELTQQLI RRPSLSP DDAGCQALLI ERLQAI GFTVERMDFADTQNFWAWRGQGET
S —  AARAARARAR AMAAARAAAARARN S ——— ——

structure

SS
Y

Disorder ? ? 2

Dllsorder
confidence
.70 .. 80 90 100 110 120

LAFAGHTDVVPPGDADRWI NPPFEPTI RDGMLFGRGAADMKGSLAAMVVAAERFVAQHPN

Secondar mmmmp AAA ——— m—————— AAAAARARARARRRARARAR

structure

SS [ [— ) | [E—— ] I B | . |
confidence

Disorder

Disorder
confidence
130 .. 140 P . 150 . . 160 ... 170 0 L 180

HTGRLAFLI T SDEEASAHNGTVKVVEALMARNERLDYCLVGEPSSI EVVGDVVKNGRRGS

Secondary N . .
 ——————— ARRALALRRANAR —_— ——— —
structure v
confidence
Disorder ?

Disorder
confidence
190 P . 200 . . P . 210 . L .. .220 0 . L .. .230 . .. ... 240

LTCNLTI HGVQGHVAYPHLADNPVHRAAPFLNELVAI EWDQGNEFFPATS MQI ANIT QAGT

Secondary S — AANAARARAN
E—
structure > ARAAANN -

confidence

Disorder 2212272 2 —222
Disorder
confidence

5 250 « o 260 o ¢ o 200 o o .. 280 . . o o 28D o o .. 300

GSNNVI PGELFVQFNFRFSTELTDEMI KAQVLALLEKHQLRYTVDWWLSGQPFLTARGKL
Secondary

e e ARTTTTIARIRIIN ey LT
structure

Disorder

Disorder
confidence
. 310 . . . . 320 . . . . 330 . . .. 340 . . .. . 350 . . .. 360

VDAVVNAVEHYNEI KPQLLT TGGTSDGRFI ARMGAQVVEL GPVNATI HKI NECVNAADL Q
Peconday ARAARAARAAR e sy LULRRAAN —_— — AR

structure

)
confidence

Disorder
Disorder
confidence
. 370 . .

LLARMYQRI MEQLVA
Secondary. o g A ARAARAAAAN—

structure

SS
confidence

Disorder 22

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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