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# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

1 c1etfB_ Alignment 30.7 64
PDB header:viral protein/rna
Chain: B: PDB Molecule:rev peptide;
PDBTitle: rev response element (rre) rna complexed with rev
peptide,2 nmr, minimized average structure

2 c1etgB_ Alignment 30.7 64
PDB header:viral protein/rna
Chain: B: PDB Molecule:rev peptide;
PDBTitle: rev response element (rre) rna complexed with rev
peptide,2 nmr, 19 structures

3 d3etja2 Alignment 7.4 83
Fold:PreATP-grasp domain
Superfamily:PreATP-grasp domain
Family:BC N-terminal domain-l ike

4 c2kzkA_ Alignment 7.2 46
PDB header:protein transport
Chain: A: PDB Molecule:uncharacterized protein yol083w;
PDBTitle: solution structure of alpha-mannosidase binding domain
of atg34

5 c2kzbA_ Alignment 7.1 46
PDB header:protein transport
Chain: A: PDB Molecule:autophagy-related protein 19;
PDBTitle: solution structure of alpha-mannosidase binding domain
of atg19

6 c2plxB_ Alignment 7.0 43
PDB header:hydrolase
Chain: B: PDB Molecule:peptide inhibitor;
PDBTitle: trypsin complexed to a synthetic peptide from veronica
hederifol ia
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http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/2bd7531caeb3a158/c1etfB_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1etgB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/2bd7531caeb3a158/c1etgB_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d3etja2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/2bd7531caeb3a158/d3etja2.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2kzkA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/2bd7531caeb3a158/c2kzkA_.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2kzbA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/2bd7531caeb3a158/c2kzbA_.5.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2plxB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/2bd7531caeb3a158/c2plxB_.6.pdb


7 d2cmyb1 Alignment 6.8 43
Fold:Toxic hairpin
Superfamily:VhTI-l ike
Family:VhTI-l ike

http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2cmyb1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/2bd7531caeb3a158/d2cmyb1.7.pdb

