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Detailed template
information

# Template Alignment Coverage ence % i.d. Template Information

Fold:L27 domain

1 dlvf6a_ Alignment 24.1 36 Superfamily:L27 domain
Family:L27 domain
PDB header:protein binding/protein transport

. Chain: B: PDB Molecule:palsl-associated tight junction protein;

z clvi6B Alignment 236 36 ppBTitle: 2.1 angstrom crystal structure of the pals-1-127n and

patj2 127 heterodimer complex
— Fold:L27 domain

3 dly76al Alignment Superfamily:L27 domain

Family:L27 domain
- Fold:alpha/beta-Hammerhead

4 d2pa2al Alignment Superfamily:Ribosomal protein L16p/L10e

Family:Ribosomal protein L10e
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