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Secondary structure and
disorder prediction

10 .. 20 .. 30 40 .. 50 . . 60

MADI LLLDNI DSFTYNLADQLRSNGHNVVI YRNHI PAQTLI ERLATMSNPVLMLSPGPGV

SCCONUANY, ey AARAAAAAAARAL — mmmmmp — e —, —

structure m -
SS
confidence

Disorder ? 2

Dllsorder -
confidence
70 80 90 . . . 100 . . . 110 120

PSEAGCMPEL LTRLRGKLPI I GI CLGHQAI VEAYGGYVGQAGEI LHGKAS S| EHDGQAMF
S d
ruchre MARA—— RARRRAA = AAARARARAAN  ———— —— ———— A
SS
confidence
Disorder ?2 —2? —?

Disorder
confidence

AGLTNPLPVARYHSLVGSNI PAGLTI NAHF NGMVMAVRHDADRVCGFQFHPESI LTTQGA

o B0 - o o 140 o - o B0 - o o 160 P 170 180

Secondary - . . .
—————— e b — R R R e e ey AR
structure
I 0 | | | I N B e . |
confidence

Disorder

Disorder
confidence
190 P . 200 . . P . 210 . .. .. .220 0 . L .. .230 . .. ... 240

RLLEQTLAWAQQKLEPANTL QPI LEKLYQAQTLSQQESHQLFSAVVRGELKPEQLAAALV
Secondany. o o A ARRAAR AARAARAARARAN —— AAAAAAARA

structure

SS
— —

Disorder ?

Disorder
confidence
. 250 . . . P . 260 . . . . 270 . .. .. ..280 . . . .. .29 . . L .. . 300

SMKI RGEHPNEI AGAATALL ENAAPFPRPDYLFADI VGTGGDGSNSI NI STASAFVAAAC
Secondary pamA - AAARAARARARAAN —_— ARARAARAN

structure

SS
confidence

Disorder

Disorder
confidence
. 310 . . . . 320 . . - . 330 . . .. 340 . . 350 360

GLKVAKHGNRSVSSKSGSSDLLAAFGINLDMNADKSRQALDELGVCFLFAPKYHTGFRHA
S - b ARARRARA ARAAARAAAR — » LALLLLLRRA
structure — ARARANN AN — R

SS
confidence
Disorder 22172
Disorder
confidence

. . 370 . . . . . . 380 . . . . . . 390 . . . 400 410 . . . 420

MPVRQQLKTRTLFNVLGPLI NPAHPPLALI GVYSPELVLPI AETLRVLGY QRAAVVHS GG

>econdary RARAAR———— ARARRRAR —— RAARARARARARA —
structure
SS

. L LB LB e e b0 e I
confidence

Disorder

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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