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Secondary structure and
disorder prediction

10 o o 20 - o o o AW o o 40 o o B0 o o 60

MAGKTMI PLLAFAAWSGTGKTTLLKKLI PALCARGI RPGLI KHTHHDMDV DKP GKDS YE L

Secondary -
L —— AUAALARAAARARNL  —— RNA
structure
SS I I .

confidence
Disorder 2 2 2222 2 2 2

D|lsorder —
confidence
.70 . . . . . 80 . . . 90 . . . 100 . . . 110 . . . 120

RKAGAAQTI VASQQRWALMTETPDEEELDLQFLASRMDTSKLDLI LVEGF KHEEI AKI VL
Secondary

AN esssssas) —eessss)p———————— RARRRARN— - —————————
structure &
- I I | I 0 |
confidence

Disorder 222

Disorder
confidence
. 130 . . 140 . . 150 . . 160 . . 170 . .

F RDGAGHRPEELVI DRHVI AVASDVPLNLDVALLDI NDVEGLADFVVEWMQKQNG

Secondary -
- —_— RRRRRRRRARRRARRN
structure
T I BN T . | | |
confidence
Disorder 2222

Disorder
confidence

Confidence Key
High(9) I [IREILow (0)
? Disordered
A% Alpha helix
= Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

