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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. 50 . . 60

MSGAFNNDGRGI SPLIATSWERCNKLMKRE TWNVPHQAQGVTFASI YRRKKAMLTLGQAA
Secondary ALLTLLRALNAN ALALATLLLARLALALAAANAN

structure
SS

conﬁdence

Disorder

. I T T . . I EE .
confidence

70 . . . ., . . . .80 . . . ., . . . .9 . . . .., . . . .100. . . ., . . . .110. . . .., . . . .12

LEDAWEYMAP RECALFILDETACI LSRNGDPQTLQQLSAL GFNDGTYCAEGI I GTCALSL
>econdary AARARAA ——— —— e— AARRARARA RRR RRRRAR

structure

_-—_ I $#IEEEEE . . I . | |
confidence

Disorder
Disorder
confidence

AAI SGQAVKT MADQHFKQVL WNWAFCATPLFDSKGRLTGT I ALACPVEQTTAADLPLTLA

o B0 - o o 140 o - o B0 - o o 160 P 170 180

SEEmrERn) e ———— ————————— ARALANAAN
structure W& » RRN »
- | = | | CC T I AT B o . e |
confidence
Disorder 2222272 ———— =

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

| AREVGNLLLTDSLLAETNRHLNQLNALLESMDDGVI SWDEQGNLQFI NAQAARVLRLDA
Secondar
Y AMMAAAAAMAARAARAAAAAAARARRARR — ——— — R AARAAR A

structure

SS ——— I
confidence

Disorder

Disorder
confidence
. 250 . . . . 260 . . .. 270 . . .. 280 . . ..290 . . .. 300

TASQGRAI TELLTLPAVLQQAI KQAHPLKHVEATFESQHQFI DAVI TLKPI | ETQGTSFI

SiﬂgﬁgIﬂl————lllll———llllllll ————— ey ———— R Wy ———— —

__-_——_——

Disorder ?? ? 222

Disorder
confidence
. 310 . . . . 320 . . .. 330 . . .. 340 . . 350 .. 360

LLLHPVEQMRQLMTSQLGKVSHTFAHMPQDDPQTRRLI HF GRQAARSSFPVLLCGEEGVG

SCCONATY ep — AARRARRRARAN ARAAR — ARARARARAARARA — — —————— —
confidence
Disorder 2222272 2 z

DI Sorder N ) ]
confidence
. 370 . . . . . . 380 . . . . . . 390 . . . 400 410 420

KALLSQAI HNESERAAGPY| AVNCELYGDAALAEEFI GGDRTDNENGRLS RLELAHGGTL

Secondar

structure WAAAARANR ——— AR ARARARANL RRRRR =
confidence

Disorder ———————— 22222272 222222 —?

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

L. ... ... 430 . . . .., . . . .440 . . . ., . . . .45 . . . ... . . . .40 . . . .., .. . .470 . . . ., . . . .480
BT FLEKI EYLAVELQSALLQVI KQGVI TRLDARRLI PI DVKVI ATTTADLAMLVEQNRFSRAQ
>econda’ mp AAAAA —AAARAARAARAN —mm—p ———— ————— RAARAA——ARR

structure

SS
P —

Disorder ? 222

Disorder
confidence
490 . . . 500 . . . . . 510 . . . . . 520 . . . . . . 530 . . . . . . 540

BT LYYALHAFEI TI PPLRMRRGSI PALVNNKLRSLEKRFSTRLKI DDDALARLVSCAWP GND
Secon o RRARR ————— RUARAARRAARARAAN RURRRRRL &

structure

Disorder 222 —22

Disorder
confidence
. 550 . . . P . 560 . P .. .. 570 . . . .. . 580 . . . .. .59 . . . 600

BRI FELYSVI ENLALSSDNGRI RVSDLPEHLFTEQATDDVSATRLSTSLSFAEVEKEAI I NAA

Secondary N
AAAAARARRAARA —m=p AR LULLULLTLLY
structure R8N AN RNAN R88
confidenig
Disorder 2?2?2?2?22?2?222?22222227?

Disorder
confidence
- £ - U - 10
P QVTGGRI QEMSALLGI GRTTLWRKMKQHGI DAGQF KRRV
seconda’y AAR——AARAAAAA——AARRAARAARA —ARRRARR —

structure

SS L I
confidence

Disorder 222 2222

Disorder
confidence

Confidence Key
High(9) I EHIRINNLow (0)
? Disordered
AR Alpha helix
) Beta strand



