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Detailed template
information

# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

PDB header:membrane protein
1 C2pxgA_ Alignment 38 Chain: A: PDB Molecule:outer membrane protein;
PDBTitle: nmr solution structure of omla
— PDB header:ribosome inhibitor
> 3dd7D T Chain: D: PDB Molecule:prevent host death protein;

PDBTitle: structure of doch66y in complex with the c-terminal
domain of phd



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2pxgA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/227290b689257771/c2pxgA_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3dd7D_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/227290b689257771/c3dd7D_.2.pdb

