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Secondary structure and
disorder prediction

10 o 0 80 ¢ o o o I o o 40 5 oo 90 o o o 60

MKSLRLMLCAMPLMLTGCSTMSSVNWSAANPWNWFGSSTKVSEQGVGELTASTPLQEQAI

SECOndary — —— AN ARR — — — RRAR

. SS I I 7 N - . [ | I
confidence

Disorder 2 222 2? —72 —2 —222272 222?172 222272 —27272722?222?22?2? —————

Disorder
confidence

- 70 o o .. 80 . . 90 . . . 100 . . c 0 o H® . o o .. 120

ADALDGDYRL RSGMKTANGNVVRFFEVMKGDNVAMVI NGDQGTI SRI DVL DSDIPADT GV
RAR— E—— ———— Iy —————

. | | [ | [ U T DT ]
confidence

Disorder 2?22?2272 222 ——

Disorder
confidence
130 . .. . 140 .. . 150 . . . .. . 160 . . . ... 170 . L .. . 180

KI GTPFSDLYSKAFGNCQKADGDDNRAVECKAEGSQHI SYQFSGEWRGPEGLMPSDDTLK

Secondar
chuctry ===t RARARRR  RR=p — e RN

confidence
Disorder 2?2—2227?27? ? 2272 ?2 —
| HE T E N O Em T

Disorder
confidence

P NWKVSKI | WRR
Secondary
structure

190 .

| ————

SS
confidence
Disorder —————2 22 72

DI.SOI’del' [ BN L
confidence

Confidence Key
High(9) I FEIIRI Low (0)
? Disordered
A% Alpha helix
) Beta strand



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

