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Secondary structure and
disorder prediction

10 .. 20 .. .. 30 . . 40 .. 50 . . 60
MSPCKLLPFCVALALTGCSLAPDYQRPAMPVPQQFSLSQNGLVNAADNYQNAGWRTFFVD
secondary. g g a ARAAA AAAAAAAA AR

structure
SS
confidence

Disorder ? ? 2 ? 22 2 2222222222222227?

DI,Sorder [ HE I | A B Dl . ]
confidence

.70 . 80 920 100 110 120

NQVKTLI SEALVNNRDLRMATLKVQEARAQYRLTDADRYPQLNGEGSGSWSGNLKGNTAT

Secondary N
RUAARRARAAAR —  ARRARAARARRAARRARAR AR s,
structure
] ) BN L
confidence
Disorder 22272 2222222222222227?
I I N I

Disorder
confidence

TREFSTGLNASFDLDFFGRL KNMSEAERQNYLATEEAQRAVHI LLVSNVAQSYFNQQLAY
SECONAY  —— A AAARAAR ARAAAAARARARARARAARAARRARARARRA RRRRARARAA

structure

o B0 - o o 140 o - o B0 - o o 160 P 170 180

SS
 — -
-

Disorder ? 2 2

Dllsorder —
confidence

190 .. ..200. . . o ¢ o Bl o o o o o 0 B20 5 o o o o 08305 o o ... 240

AQLQI AEETL RNYQQSYAFVEKQLLTGSSNVLALEQARGVI ESTRSDI AKRQGELAQANN
Secondary AMNMAARARAMAGIAMARAWIRRARANINIS —AAMAAWRRASRANURASARANIASRARANNASS

structure

SS
confidence

Disorder 2 2

Disorder
confidence
. 250 . . . . 260 . . .. 270 . . .. 280 . . . ..290 . . .. . 300

ALQLLLGSYGKLPQAQTVNS DSLQSVKLPAGLSSQI LLQRPDI MEAEHAL MAANANI GAA
Secondary
— RANARANARANN —
structure (WRRAR ANANN ANN ANNA
SS
confidence
Disorder 2?2222?2222?22222222121?2? ?
Disorder
confidence

o IO o o o o 820 o o o o 880 . o .. 340 . . 350 .. . 360

RAAFFPSI SLTSGI STASSDLSSLFNASSGMWNFI PKIEI PI FNAGRNQANLDI AEI RQQ
Secondar ARAN— mm—— AR AARR———— AR ATTLTTIRLATURALRARN

structure

Disorder 27222222227 22 2 ?
Disorder

. N A - ] B |
confidence

. 370 . . . . . . 380 . . . .. .39 . . . . . . 400 . . . 410 420

QSVVNYEQKI QNAFKEVADALALRQSLNDQI SAQQRYLASLQI TLQRARALYQHGAVSYL
Secondary g g AAAAAAAARALAAAAAAAAAARAAAAA ALALAAAARAAAAARARAAA AR — ARAA

structure

SS
——

Disorder

Disorder

confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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