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# Template Alignment Coverage 3D Model Confidence % i.d. Template Information
Fold:MFS general substrate transporter

1 dipwda_ Alignment 17 Superfamily:MFS general substrate transporter
Family:Glycerol-3-phosphate transporter
PDB header:transport protein

. Chain: A: PDB Molecule:|-fucose-proton symporter;

2 c3olpA Alignment 13 ppBTitle: crystal structure of the e.coli fucose:proton symporter,
fucp (n162a)

Fold:MFS general substrate transporter

3 dlpv7a_ Alignment 11 Superfamily:MFS general substrate transporter
Family:LacY-like proton/sugar symporter
PDB header:membrane protein

. Chain: A: PDB Molecule:multidrug resistance protein d;

& c2gfphA_ Alignment 15 ppBTitle: structure of the multidrug transporter emrd from2
escherichia coli
PDB header:transport protein

. Chain: C: PDB Molecule:proton/peptide symporter family protein;

2 c2xutC_ Alignment 12 pperTitle: crystal structure of a proton dependent oligopeptide

(pot)2 family transporter.

PDB header:membrane protein, transport protein

Chain: D: PDB Molecule:pts system, cellobiose-specific iic
. component;

6  cianqD. Alignment e PDBTitle: crystal structure of the transporter chbc, the iic
component from the2 n,n'-diacetylchitobiose-specific
phosphotransferase system
PDB header:transport protein

7 C2xq2A_ Alignment 10 Chain: A: PDB Molecule:sodium/glucose cotransporter;
PDBTitle: structure of the k294a mutant of vsglt

— PDB header:antimicrobial protein
. Chain: A: PDB Molecule:antimicrobial peptide latarcin 2a;

8 c209pA Alignment PDBT nmr structure of a novel antimicrobial peptide, latarcin

2a,2 from spider (lachesana tarabaevi) venom
— PDB header:protein transport
. Chain: B: PDB Molecule:peroxisomal biogenesis factor 14;

Z C3ff5B. Alignment 12 ppprTitle: crystal structure of the conserved n-terminal domain of

the2 peroxisomal matrix-protein-import receptor, pex14p
— PDB header:ribosome
- Chain: A: PDB Molecule:sec sixty-one protein homolog;

10 c2wwah, Alignment 11 ppBTitle: cryo-em structure of idle yeast ssh1 complex bound to
the2 yeast 80s ribosome
PDB header:ribosome
Chain: A: PDB Molecule:protein transport protein sec61 subunit

11 C2wWwbA_ Alignment 13 alpha isoform 1;

PDBTitle: cryo-em structure of the mammalian sec61 complex
bound to the2 actively translating wheat germ 80s ribosome
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PDB header:protein transport

Chain: A: PDB Molecule:peroxisomal membrane anchor protein
pex14;

PDBTitle: structure of pex14 in compex with pex19

PDB header:oxidoreductase

Chain: D: PDB Molecule:phenol hydroxylase component phl;
PDBTitle: structure of the phenol hydroxylase-regulatory protein2
complex

PDB header:membrane protein, transport protein
Chain: A: PDB Molecule:ammonium transporter rh type c;
PDBTitle: crystal structure of the human rhesus glycoprotein rhcg

PDB header:nuclear protein

Chain: F: PDB Molecule:nuclear pore complex protein nup98;
PDBTitle: structural and functional analysis of the interaction
between the2 nucleoporin nup98 and the mrna export factor rael

Fold:Four-helical up-and-down bundle
Superfamily:TMV-like viral coat proteins
Family:TMV-like viral coat proteins

12 c2w85A_ Alignment 9
13 c2inpD_ T Alignment 33
14 ¢3hd6A_ Alignment 9
15 c3mmyF_ Alignment - 29
16  dlvtmp_ Alignment o 19
17 c3c9pA_ Alignment - 17

PDB header:structural genomics, unknown function
Chain: A: PDB Molecule:uncharacterized protein sp1917;
PDBTitle: crystal structure of uncharacterized protein sp1917
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http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/1f1da8dbbab756ca/d1vtmp_.16.pdb
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18 dlr9pa_ Alignment

Fold:SufE/NifU
17 Superfamily:SufE/NifU
Family:NifU/IscU domain
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