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Secondary structure and
disorder prediction

10 .o.20 . .. 030 . 40 .. 50 . . 60

MTNNPLI PQSKLPQLGTTI FTQMSALAQQHQAI NLSQGFP DFDGPRYLQERLAHHVAQGA
RN ————— ARRARARL  ARRARRARA — RURRRARARARA

structure

Disorder
confidence

NQYAPMTGVQALREAI AQKTERLYGYQPDADSDI TVTAGATEALYAAI TALVRNGDEVI C
S d _
ructure ARAARARRARARRAN = — AARARRARRRAR

structure

70 . . 80 920 100 110 ... 120

SS
confidence

Disorder ? ? —?

D|.sorder —
confidence
130 .. 140 P . 150 . . 160 ... 170 0 L 180

FDPSYDSYAPAI ALSGGI VKRMALQPPHFRVDWQEFAALLSERTRLVI LNTPHNPSATVW
Secondar -
Y o————— ANANANAN —— e e— r—RAANANAN———

structure

confidence

Disorder

Disorder
confidence
190 P . 200 . . P . 210 . L .. .220 0 . L .. .230 . .. ... 240

QQADFAALWQAI AGHEI FVI SDEVYEHI NF SQQGHASVLAHPQLRERAVAVSSFGKTYHM
secondary _ARAARARRRARARN —— m—— — RRR m—— —— RAA———

structure

Disorder

Disorder
confidence
250 . . 260 . . . . 270 . . .. 280 . . 290 .. 300

TGWKVGYCVAPAPI SAEI RKVHQYLTFSVNTPAQLALADMLRAEPEHYLALPDFYRQKRD
Secondary
T ——— RANANAANN — RANARANAARARA AUAANAAANN
structure ANASNN [ ANAANN
SS
confidence
Disorder

Disorder
confidence
. 310 . .. . . 320 . . . . 330 . . .. 340 . . .. 350 . . .. 360

| LVNALNESRLEI LPCEGTYFLLVDYSAVSTLDDVEFCQWLTQEHGVAAI PLSVFCADPF
>econda’ AARARRAN —mp ———— ARAARAAARAR =) — AR

structure

_—__

Disorder ?

Disorder
confidence
. 370 . . . . . . 380 .

PHKLI RLCFAKKESTLLAAAERLRQL
SCCONAANY,| oy AARAARAR —
structure m

SS
confidence

Disorder ??
Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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