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Secondary structure and
disorder prediction

10 o ¢ o 20 o o o o ¢ o 30 s o © 40 5 o0 oo B® - o o 60

MRGKI LLYQL KYRWQSLSI FGCFLCKMTLFRYQKI I YDTGVHQMRSFFYTI CSSEQQESI

Secondary - )
e —— AMAAARARARARRRAAN ey
structure ARANN - AN
SS N DI - I E N e e |
confidence
Disorder ? ? ? ? ? Pyp—
L

D|_sorder ———
confidence
.70 .. .. 80 . . 90 .. 100 . . 110 .. 120

TDHHSLAEI CQKFNILPEHVVI EQVDI KEVVSEQRLLRQLI HHEMNRQDTLVI PDLSCLG

Seconcer ARARAARRRAAR s m—p ARGARRARAAAN  —
confidence
Disorder 222222127

Disorder
confidence
. 130 . . . 140 . . . 150 . . . 160 170 . . . 180

RTVEDLQNI LFFCLQKEMFI YSYHPASRI EPSAESCLSFLI ARQDTI DI HNLKSTKSRYR
Secondar N
neary — ARAARARAARAAN — me— AMAANNAANAANRAARANIRARARSINANNN

structure

SS
-

Disorder 222

Disorder
confidence
190 .. .200 . . . .. .210 . . . ... 220 . . L .. . 230 . .

HVKKKLGRKEGSKYRRDI TI LKKGGFTQAEI AKKLSI SLSTVKRHWNNGI | G

Secondary ASAAARRA I Y Y YT YT T Y 7
structure & RSN RRAARRAN ARAAARRNAN
. SS — - Ee—
confidence
Disorder —2? 2222?72 222 22

Dl_sorder - - —
confidence
Confidence Key

High(O) Il ElIIIE Low (0)
? Disordered
A% Alpha helix
= Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

