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Secondary structure and
disorder prediction

10 o ¢ o 20 o o o o ¢ o 30 s o © 40 5 o0 oo B® - o o 60

MGQKVHPNGI RLGI VKPWNSTWFANTKEFADNLDSDFKVRQYLTKELAKASVSRI VI ERP
e e S G LLLLLLLLL LU UL L CLT U UL USRS e 2

structure

® Y

D|§order ]
confidence

AKSI RVTI HTARPGI VI GKK GEDVEKLRKVVADI AGVPAQI NI AEVRKPELDAKLVADSI

70 o o o B0 o o o 920 o o o WO - o o 110 120

Secondary

 — — ARAARRRRARAAR e ———— AAARAAAA
structure

confidence
Disorder ? ?

Disorder
confidence
. 130 . . . 140 . . . 150 . . . 160 170 180

TSQLERRVMF RRAMKRAVQNAMRLGAKGI KVEVSGRLGGAEI ARTEWYRE GRVPLHTLRA
>econdary ARAAA——— AARAARAARAARAAR — Semmm—p — —————————— —_

structure
" SS I — I NS S N
confidence

Disorder 2272 ?

Dl'SOrder T
confidence
190 .. .200 . . . .. .210 . . . ... 220 . . L .. . 230 .

DI DYNTSEAHTTYGVI GVKV WI FKGE I LGGMAAVEQPEKPAAQPKKQQRKGRK
Secondary
structure
SS

confidence
Dlsorder ‘)7')77‘)7')77')7777‘)7777')77')7')7

e T S —— RS

Disorder
confidence

Confidence Key
High(9) IILEIRIRI Low (0)
? Disordered
A% Alpha helix
=) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

