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Secondary structure and
disorder prediction

e o 1 - 1o - )
BRI MVAPI PAKRGRKPAVATAPATGQVQSLTRGLKLLEWI AESNGSVALTELAQQAGLPNSTT
Secondar:

J AULANRANRANRAN ANAANANN ——RASNN

structure

SS
confidence

Disorder 2 2222222272 22222222272127222? ?2 2?2 —?

Disorder

. .}
confidence

L. .10 . L, ... .80 . . ., L% L, .. . .10 . . . ., ... .10 . . . L, ... . 120

P HRLLTTMQQQGFVRQVGELGHWAI GAHAFMVGSSFLQSRNLLAI VHPI LRNLMEESGETV

Pecondary ARARARAAN b - DAUUAAAAAAARAR — ARAAARAARAARRARAN =
SS
confidence

Disorder 2 —2
Disorder
confidence

o 190 o o . 140 150 160 s o o WO o o 180

BTSN MAVLDQSDHEAI | | DQUQCTHLMRMSAPI GGKLPMHASGAGKAFLAQLSEEQVTKLLHR
PECONCAT  m————— — e ARTTRTLUURL — RALRARRRN

structure

. __

Disorder ?

Disorder
confidence
190 . . . 200 . . . . . 210 . . . . . 220 . . . . . 230 . . . 240

PR KGLHAYTHATLVSPVHLKEDLAQTRKRGYS FDDEEHALGLRCLAACI FDEHREPFAAI S|
Secondary N N
A% %%% —— ————— ——
structure ARARASNN - — -
SS
confidence
Disorder

Disorder
confidence
. 250 . . .. 260 . . . . 270 . .

B SGPI SRI TDDRVTEFGAMVI KAAKEVTLAY GGMR
secondary p AAAR ARARRARAAARAARRARRARAN

structure

. ) I —
confidence

Disorder 222722
Dllsorder
confidence

Confidence Key
High(9) [IECIIEEIILow (0)
? Disordered
A% Alpha helix
= Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

