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Secondary structure and
disorder prediction

10 20 .. 30 . . 40 50 60

RTPEMPVLENRAAQGDI TAP GGARRLTGDQTAALRDSLSDKPAKNI | LLI GDGMGDSEI T

Secondary
— — RAANRAARAARARNRANAN _
structure RRAARAAN AR RRASNA
confidence
Disorder 2 2222?22?22 ?2?2?2?272?2?2?2?2?2?2?2?7? 2272 2222?72
Dlsorder L e LB | (N S
confidence
.. 70 .. 80 90 100 110 120
AARNYAEGAGGF FKGI DAL P LTGQYTHYAL NKKTGKPDYVTDSAASATAWSTGVKTYNGA
Secondar N
Y ARARAARA iy ARANARARAN——— =

structure

confidence
Disorder ———— 222227272 ? 22 2

Di.sorder N UEE Y092z 0 EEEEEE BN OB
confidence

.o.130 . 140 .. . 150 . . . 160 .. . 170 . . 180

LGVDI HEKDHPTI LEMAKAAGLATGNVSTAELQDATPAALEAHVTSRKCYGPSATSEKCP

Secondary — AAAAARA —eee— . E— — RAAARAN—
structure -

confidence

Disorder voUy

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

GNALEKGGKGSI TEQLLNARADVTLGGGAKTFAETATAGE WQGKTLREQAQARGYQLVSD
e RRRRVRRRR ———RAR RRRRUARR

structure

confidence

Disorder ? 22272 —2

Disorder
confidence
. 250 . . . . 260 . . .. 270 . . .. 280 . . ..290 . . .. 300

AASLNSVTEANQQKPLLGLFADGNMPVRWL GPKATYHGNI DKPAVTCTPNPQRNDSVPTL

Secondary momwmmmm
structure (CARAANR —- -

_-- I N I N 0 [ )

Disorder ? 2227?72 2227222722222 72? —

Disorder
confidence
. 310 . . . . 320 . . .. . 330 . . .. 340 . . .. 350 . . .. 360

AQMTDKAI ELLSKNEKGFFL QVEGASI DKQDHAANPCGQI GETVDLDEAVQRALEFAKKE
secondar ARARRAARRR AN m— AUTTTATIRLLILRAARARAARY

structure

)
confidence

Disorder

Disorder
confidence
. 370 . . . . . . 380 . . . . . . 390 . . . 400 410 420

GNTLVI VTADHAHASQI VAP DTKAPGLTQALNTKDGAVMV MSYGNSEEDS QEHT GS QLRI

Secondary N
— — [ R—— -
structure
confidence
Disorder 222222222222 222222 22222222222
Disorder —

confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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