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Secondary structure and
disorder prediction

L e 1 o - 1 P =10
DKAFPGVKAL SGAALNVYPGRVMALVGENGAGKSTMMKVL TGI YTRDAGT
R S R —— e I —— R ——————— AAAAAAARA = —— =

P MEALLQLKGI
Secondary
structure

SS
confidence
Disorder ? ? 2

Dllsorder -
confidence
70 . . . 80 . . . 90 100 110 120

LLWL'GKETTFTGPK-SSQEAGI GI I HQELNLI PQLTI AENI FLGREFVNRF GKI DWKT MY A
S d . . _
ehruchire ——— - L RRARARA RRRAAR

structure

confidence

Disorder ??
Disorder
confidence

.. . .. . . . 130 . . . ., . . . 140 . . . .., . . . 150 . . . .., . . . .160 . . . ., . . . 170 . . . ., . . . .180
PRI EADKLLAKLNLRFKSDKLYVGDLSI GDQQMVEI AKVLSFESKVI | MDEPTDALTDTETESL
Secondary N
RAARRRANR—— AMAMNAA ——ARANANNANNANAN e RANANNN
structure l
SS
confidence

Disorder 22

Disorder
confidence
190 P . 200 . . P . 210 . .. .. .220 0 . L .. .230 . .. ... 240

| Sequence I VA! .RELKSQGRGI VYl SHRMKEI FEI CDDVTVF-RDGQFI AEREVASLTEDSLI EMMVGR
secondaly ARRARARRARR ey AARARARAN —— ———— —— AAR— ARRARRRR——

structure

SS T [ I
confidence

Disorder ?

Disorder
confidence
. 250 . . . . 260 . . . . 270 . . .. 280 . . ..290 . . .. 300

I K LEDQYPHLDKAPGDI RLKVDNLCGPGVNDVSFTLRKGEI LGVSGLMGAGRTELMKVLYG
Secondary . ) )

~AAAR S ————————— AAAARRRRN
structure »

W — -
confidence

.. . .. . . . .310 . . . ., . . . .320. . . .., . . . .330. . . ... . . . .380 . . . .., . . . .35 . . . .., . . . .360
P ALPRTSGYVT LDGHEVVTRS PQDGLANGI VYl SEDRKRDGLVLGMSVKENMSLTALRYFS
Sl ———wp——— RARRAA = RAARA RUTTLLUURARAN

structure

Disorder ? ? 2

Disorder
confidence
. 370 . . . . . . 380 . . . . . . 390 . . . 400 410 420

P RAGGSLKHADEQQAVSDFI RLFNVKTPSME QAI GLLSGGNQQKVAI ARGLMTRPKVLI LD

O —— ARAAAARARRAARAA . RRRRARRRRRRAA '
<tructure RAR AR RURRRAR - RR LY ———
confidence
Disorder ? ? 2 —222

Dllsorder
confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

L. . ... . . 430 . . . ., . . . .40 . . . ., . . . .45 . . . .., . . . .40 . . . .., . . . .470 . . . ., . . . .480
B EP TRGVDVGAKKEI YQLI NQFKADGLSI I LVSSEMPEVLGMSDRI | VMHE GHLSGEFTRE
O ——— AAAAAAARAARAAR e — AARAAR A ——— — A

structure

SS
P —

Disorder

Disorder
confidence

.. . ... . . . .49 . . . .., . . . .500.
P QATQEVLMAAAVGKLNRVNQE
>econda’y A—AARAARAA —ARRA———

structure

SS
confidence

Disorder 2222227272
Disorder
confidence

Confidence Key
High(9) [/ EIIEEI Low (0)
? Disordered
A% Alpha helix
= Beta strand




