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Detailed template

information
# Template Alignment Coverage 3D Model Confidence % i.d. Template Information
Fold:Multidrug resistance efflux transporter EmrE
1 dls7ba_ Alignment 17 Superfamily:Multidrug resistance efflux transporter EmrE
Family:Multidrug resistance efflux transporter EmrE
PDB header:transport protein
Chain: B: PDB Molecule:protein emre;
2 C2i68B_ Alignment 16 PDBTitle: cryo-em based theoretical model structure of
transmembrane2 domain of the multidrug-resistance antiporter from
e. coli3 emre
Fold:MFS general substrate transporter
3 dlpw4a_ Alignment 15 Superfamily:MFS general substrate transporter
Family:Glycerol-3-phosphate transporter
PDB header:transferase
4 c2jwaA_ Alignment 22 Chain: A: PDB Molecule:receptor tyrosine-protein kinase erbb-2;
PDBTitle: erbb2 transmembrane segment dimer spatial structure
PDB header:transport protein
5 c3lrcC_ Alignment 8 Chain: C: PDB Molecule:arginine/agmatine antiporter;
PDBTitle: structure of e. coli adic (p1)
PDB header:transport protein
6 C2xq2A_ Alignment 11 Chain: A: PDB Molecule:sodium/glucose cotransporter;
PDBTitle: structure of the k294a mutant of vsglt
— PDB header:oxidoreductase
7 c3rkoF . 8 Chain: F: PDB Molecule:nadh-quinone oxidoreductase subunitj;
= Alignment PDBTitle: crystal structure of the membrane domain of respiratory
complex i from2 e. coli at 3.0 angstrom resolution
PDB header:membrane protein
_ Chain: B: PDB Molecule:probable secdf protein-export membrane
8 c3aqpB_ Alignment 12 protein;
PDBTitle: crystal structure of secdf, a translocon-associated
membrane protein,2 from thermus thrmophilus
— Fold:Multidrug efflux transporter AcrB transmembrane domain
. rfamily:Multidri fflux tran rter AcrB transmembran
9 dliwga8 e 13 Sgg:ina ily:Multidrug efflux transporter Ac ansmembrane
Family:Multidrug efflux transporter AcrB transmembrane domain
— PDB header:transport protein
- Chain: A: PDB Molecule:merf;
10 clwazA Alignment 13 ppBTitle: nmr structure determination of the bacterial mercury2
transporter, merf, in micelles
— Fold:Multidrug efflux transporter AcrB transmembrane domain
11 dliwaa?Z T 10 g(l:r?]:irrf]amlly:Multldrug efflux transporter AcrB transmembrane

Family:Multidrug efflux transporter AcrB transmembrane domain



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1s7ba_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/d1s7ba_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2i68B_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/c2i68B_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1pw4a_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/d1pw4a_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2jwaA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/c2jwaA_.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3lrcC_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/c3lrcC_.5.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2xq2A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/c2xq2A_.6.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3rkoF_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/c3rkoF_.7.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3aqpB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/c3aqpB_.8.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1iwga8
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/d1iwga8.9.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1wazA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/c1wazA_.10.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1iwga7
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/d1iwga7.11.pdb

PDB header:membrane protein/transport protein
Chain: B: PDB Molecule:upf0092 membrane protein yajc;

12 c2rddB_ Alignment
13 cl1s5ll_ Alignment
14 c1s5IL_ Alignment
15 c3bz1l _ Alignment
16 c3kzil _ Alignment
17 c2axtl_ Alignment
18 c3a0bl_ Alignment
19 c3a0bl _ Alignment
20 C2axtl_ Alignment
21 c3prrl_ Alignment not modelled
22 c3arcl_ Alignment not modelled
23 c3bz2l_ Alignment not modelled
24  c3pral_ Alignment not modelled
25  d2axtll Alignment not modelled
26 c3a0hl_ Alignment not modelled
27 c3a0hL_ Alignment not modelled
28 dil7va_ Alignment not modelled

1z PDBTitle: x-ray crystal structure of acrb in complex with a novel2
transmembrane helix.
PDB header:photosynthesis

14 Chain: L: PDB Molecule:photosystemiii reaction center | protein;
PDBTitle: architecture of the photosynthetic oxygen evolving center|
PDB header:photosynthesis

14 Chain: L: PDB Molecule:photosystemii reaction center | protein;
PDBTitle: architecture of the photosynthetic oxygen evolving center
PDB header:electron transport

14 Chain: L: PDB Molecule:photosystemii reaction center protein I;
PDBTitle: crystal structure of cyanobacterial photosystemii (part
12 of 2). this file contains first monomer of psii dimer
PDB header:electron transport

14 Chain: L: PDB Molecule:photosystemii reaction center protein |;
PDBTitle: crystal structure of monomeric form of cyanobacterial
photosystem ii
PDB header:electron transport

14 Chain: L: PDB Molecule:photosystemii reaction center | protein;
PDBTitle: crystal structure of photosystemii from
thermosynechococcus elongatus
PDB header:electron transport

14 Chain: L: PDB Molecule:photosystemii reaction center protein I;
PDBTitle: crystal structure of br-substituted photosystemii complex
PDB header:electron transport

14 Chain: L: PDB Molecule:photosystemii reaction center protein |;
PDBTitle: crystal structure of br-substituted photosystemii complex
PDB header:electron transport

14 Chain: L: PDB Molecule:photosystemii reaction center | protein;
PDBTitle: crystal structure of photosystemii from
thermosynechococcus elongatus
PDB header:photosynthesis
Chain: L: PDB Molecule:photosystemii reaction center protein [;

14 PDBTitle: crystal structure of cyanobacterial photosystemiii in
complex with2 terbutryn (part 2 of 2). this file contains second
monomer of psii3 dimer
PDB header:electron transport, photosynthesis

14 Chain: L: PDB Molecule:photosystemii reaction center protein |;
PDBTitle: crystal structure of oxygen-evolving photosystemii at 1.9
angstrom2 resolution
PDB header:electron transport

14 Chain: L: PDB Molecule:photosystemii reaction center protein [;
PDBTitle: crystal structure of cyanobacterial photosystemii (part
22 of 2). this file contains second monomer of psii dimer
PDB header:photosynthesis
Chain: L: PDB Molecule:photosystem ii reaction center protein [;

14 PDBTitle: crystal structure of cyanobacterial photosystemii in
complex with2 terbutryn (part 1 of 2). this file contains first
monomer of psii3 dimer
Fold:Single transmembrane helix

14 Superfamily:Photosystem |l reaction center protein L, PsbL
Family:PsbL-like
PDB header:electron transport

16 Chain: L: PDB Molecule:photosystemii reaction center protein I;
PDBTitle: crystal structure of i-substituted photosystemii complex
PDB header:electron transport

16 Chain: L: PDB Molecule:photosystemii reaction center protein I;
PDBTitle: crystal structure of i-substituted photosystemii complex
Fold:ABC transporter involved in vitamin B12 uptake, BtuC

17 Superfamily:ABC transporter involved in vitamin B12 uptake, BtuC

Family:ABC transporter involved in vitamin B12 uptake, BtuC



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2rddB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/c2rddB_.12.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1s5ll_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/c1s5ll_.13.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1s5lL_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/c1s5lL_.14.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3bz1L_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/c3bz1L_.15.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3kziL_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/c3kziL_.16.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2axtl_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/c2axtl_.17.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3a0bl_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/c3a0bl_.18.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3a0bL_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/c3a0bL_.19.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2axtL_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/15fea4f373f8552a/c2axtL_.20.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3prrL_
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3arcL_
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3bz2L_
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3prqL_
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2axtl1
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3a0hl_
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3a0hL_
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1l7va_

PDB header:cell adhesion

Chain: A: PDB Molecule:integrin alpha-iib;

PDBTitle: plateletintegrin alfaiib-beta3 transmembrane-
cytoplasmic2 heterocomplex

PDB header:protein transport
Chain: Z: PDB Molecule:preprotein translocase sece subunit;
24 PDBTitle: normal mode-based flexible fitted coordinates of a non-2
translocating secyeg protein-conducting channel into the3 cryo-em
map of a secyeg-nascent chain-70s ribosome complex4 from e. coli

29 c2kncA_ Alignment not modelled
30 c2akhZ_ Alignment not modelled
31 clyfnG_ Alignment not modelled

PDB header:protein binding

Chain: G: PDB Molecule:sigma-e factor negative regulatory
protei

PDBTitle: versatile modes of peptide recognition by the aaa+
adaptor2 protein sspb- the crystal structure of a sspb-rsea complex



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2kncA_
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2akhZ_
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1yfnG_

