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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. 50 . . 60

MERNVTLDFVRGVAI LGILLLNI SAFGLPKAAYLNPAWYGAI TPRDAWTWAFLDLI GQVK

Secondary
—RAAAAANNRASAVIRLLANANAINAN AAANANANANS—
structure A
confidence

Disorder ? ? 2?22?2?222?22?27212??

Disorder
confidence
.70 . . . . . 80 . . . 90 100 110 120

FLTLFALLFGAGLQMLLPRGRRWI QSRLTL LVLLGFI HGLLFWDGDI LLAYGLVGLI CWR
Secondary
AAAAAAANAARAMGURRURERRAMARARRAARRARRAARANRAN —— ARRARARARARARRNANN
structure l
SS

confidence

Disorder ?

Disorder
confidence
130 .. 140 .. . 150 . .. 160 ... 170 0 L 180

LVRDAPSVKSLFNTGVMLYLVGLGVLLLLGLI SDSQTSRAWTPDASAI LYEKYWKLHGGV

secondary AAA—AAARAARAARARAARAARARAARAR ARRRRRARRARR &R
SS N B | T~ s
confidence
Disorder 2?22?222222222222?
I

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

Sequence EAI SNRADGVGNSLLALGAQYGWQLAGMMLI GAALMRSGWLKGQFSLRHY RRTGFVLVAI
Secondary
T TR T L S M

structure

SS I
confidence

Disorder

Disorder
confidence
. 250 . . . . 260 . . .. 270 . . .. 280 . . ..290 . . .. 300

GVTI NLPAI ALQWQLDWAYRWCAFLLQMPRELSAPFQAI GYASLFYGFWP QLSRFKLVLA

Secondary
RAARARARAANANN RASRRAARRAARRAARAARAARIRARRASRE ———
structure ANN AR
SS =& W | L& |
confidence
Disorder 222227222
|

Disorder
confidence
. 310 . . . . 320 . . .. 330 . . .. 340 . . .. 350 . . .. 360

| ACVGRMALTNYLLQTLI CTTLFYHLGLFMHFDRLELLAFVI PVWLANILFSVI WLRYFR
secondar ARA———AARARARARARRAARRRRR — AVTTIRTATRLTARUTIARAARARN

structure

SS
-

Disorder
Disorder
confidence
. 370 . . . . . 380 .

QGPVEWLWRQLTLRAAGPAI SKTSR
secondary, _ u qARAARA AR

structure

SS
confidence

Disorder 2222222222772

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

Confidence Key
High(9) I TIIRRII Low (0)
? Disordered
AR Alpha helix
) Beta strand



