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Secondary structure and
disorder prediction

10 20 .. 030 . 40 .. 50 . . 60

MGI KQHNGNT KADRLAELKI RSPSI QLI KF GAI GLNAI I FSPLLI AADTGSQYGTNI TI N

Secondary I ————— |l ity i —— | ———————
structure - »

SS
confidence -

Disorder 2 2 22222222 22?22 2227227272272 2272

Disorder
confidence

70 80 920 100 110 ... 120

DGDRI TGDTADPSGNLYGVMTPAGNTPGNI NLGNDVTVNVNDASGYAKGI I | QGKNSSLT
Secondary
structure

— S S B —— I R —— I R —— R e ——— I

Disorder ——2 ? —? ?? ?? ?

Disorder
confidence
130 .. 140 150 160 ... 170 0 L 180

ANRLTVDVVGQTSAI GI NLI GDYTHADLGT GSTI KSNDDGI I | GHSSTLTATQFTI ENSN
Secondary
e e e e e e e e
structure *
SS
confidence

Disorder 2 2 —2 —— EI I 227?22 222 222222272 122 —
DI_Sorder I . . | B Baaaaai— | N HEE Dy ISR . . ]
confidence

190 .. ..200. . . o ¢ o Bl o o o o o 0 B20 5 o o o o 08305 o o ... 240

GI GLTI NDYGTSVDLGSGSKI TTDGSTGVY| GGLNGNNANGAARFTATDL TI DVQGYSAM
Secondary

I S e N —

structure

confidence
Disorder ?2 2?2 2222222222 2222 2 22—
I 42 I O W W .

Disorder
confidence
. 250 . . . . 260 . . .. 270 . . .. 280 . . ..290 . . .. 300

GI NVQKNSVVDLGTNSTI KT NGDNAHGLWSFGQVSANALTVDVTGAAANGVEVRGGTTTI

Siir?ur::ﬁz e T —— W —

confidence

Disorder 227272 2222222272

Disorder
confidence

o IO o o o o 820 5 o o 330 .. 340 . . 350 360

GADSHI SSAQGGGLVTSGSDAI | NFTGTAAQRNSI FSGGSYGASAQTATAVVNMQNTDI T
Secondary
structure

N RN ==

_—__-—___—— T

Disorder 2 2 22?2 —2222 27? 2 ? 22— 2 ——————— 2222222222222 22722 ——
Dlnsorder — — - . — —

confidence
. 370 . . . . . . 380 . . . . . . 390 . . . . . . 400 . . . 410 420

VDRNGSLALGLWALSGGRI T GDSLAI TGAAGARGI YAMTNSQI DLTSDLVI DMSTP DQMA

ses(él?u'lﬁ:g e R U e V| S S

_--— I . I . I IS B OSSN NS N .

Disorder ——? ?2 —? ? ? ?2 2 ? 2222 —

Dllsorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

.. 430 . . 440 .. 450 . . . 460 ... 470 . . 480
| ATQHDDGYAASRI NASGRMLI NGSVLSKGGLI NLDMHP GSVWT GSSLSDNVNGGKLDVA
Secondary

structure

| Sy Sy VO G

__—_— I L . L e )

Disorder —————— P —8 ——— 2?7127 2222 2 — 2

Disorder
confidence

490 oo o0 BB - o o T 11 N 120 B o oo 0330, o o .. . 540

MNNSVWNVTS NSNLDTLALSHSTVDFASHGSTAGTFATLNVENLSGNSTFI| MRADVVGEG
Secondary
structure

B EE—— —— — ——y ———— Ry —————————] — —— —— I S —— ———

Disorder —2 2 ? ?? 2?22?2272 2272122722 222?272

Dllsorder
confidence
. 550 . . . P . 560 . P .. .. 570 . . . .. . 580 . . . .. .59 . . . 600

NGVNNKGDLL NI SGSSAGNHVLAI RNQGSEATTGNEVLTVVKTTDGAASF SASSQVELGG

Si(é'?urgl?:g ———————— I ———————| SR —— S RV SO

I T Hl I Il I I I S S .
2222?22727? 222222272 ——
| I

Disorder
confidence
610 P . 620 . . 630 640 .. . 650 . . . 660

YLYDVRKNGT NWELYASGTVPEPTPNPEPT PAPAQPPI VNPDPTPEPAPTPKPTTTADAG
Secondar
y—____— RRR%

structure

confidence

Disorder 22222222222222122222222221222222222222222221217?
Disorder
confidence

. 670 . . . . 680 . . 690 .. 700 . . .. 710 . . .. 720

GNYLNVGYLL NYVENRTLMQRMGDLRNQSKDGNI WLRSYGGSLDSFASGKLSGF DMGYSG
Secondary

AR RAAARSS —1 e e

structure ARAASA—RANAN — —

SS
confidence

Disorder 2?2?27?2 2?2 1?727?27?2?2?2?22?2?27?22?2??2 —2? 2 ?2?2?2?2?2?2?2?2??
Disorder
confidence

.. 730 . . .. 740 . . .. 750 . . .. 760 . . 770 .. 780
| QF GGDKRLSDVMPLYVGLY | GSTHASPDY SGGDGTARSDYMGMYASYMAQNGFYSDLVI
Secondary —kﬁ*ﬁ_—ﬁ*k_—ﬁﬁ*_

structure

SS
confidence
Disorder 222222227272 72

Disorder
confidence
. 790 . . .. . 800 . . .. 810 . . . .. ..820 . . . .. .. 830 . . . . . 840

KASRQKNSFHVLDSQNNGVNANGTANGMSI SLEAGQRFNLSPTGYGFYI EPQTQLTYSHQ
Secondary
structure

N ——

Disorder 2222222227272
Disorder
confidence

. . 850 . . . .. . 860 . . . .. . 870 . . . . . ..880 . . . .. . 890 . . . 900

NEMTMKASNGLNI HLNHYESLLGRASMI LGYDI TAGNSQLNVYVKTGAI REFSGDTEYLL

Secondary . — I —— e —— ——————
structure » [R— [—— - [R—— [E— [R—

Disorder —2 —2 22222 2272
Dllsorder —

confidence
910 ... 920 . . . 930 940 ... 950 . . .

NNSREKYSFKGNGWNNGVGVSAQYNKQHTFYLEADYTQGNLFDQKQVNGGYRFSF




Secondary e — e ey b by —— — ————— iy —

structure
. SS B e N I T S
confidence
222 272727272 ?

Disorder j— e —  ——
confidence

Confidence Key
High(9) Il ERIRIINLow (0)
? Disordered
A% Alpha helix
= Beta strand




