I.a.kelley@imperial.ac.uk
| Description [JC\!

Thu Jan 511:11:27 GMT

I ' [ _\ A7 2
‘ 0f76df8d86d653b5

| oy

—_—

Secondary structure and
disorder prediction

.10 . . o o 20 o o s o 30 o o 40 s o B0 o o 60

MATLTAKNLAKAYKGRRVVE DVSLTVNSGEI VGLLGPNGA GKTTTFYMVVGI VPRDAGNI
Secondary

structure — — —— I — ——y [ — I —————— ARAAAAARRAN ——————— ——
confidence
Disorder ? ? ? ? 2

DI_Sorder [
confidence
.70 . . 80 90 . . . 100 . . . 110 . . 120

| | DDDDISLLPLHARARRGI GYLPQEASI FRRLSVYDNLMAVLQI RDDLSAEQREDRANE
Secondar
Voo mp RANASN AAAANAARANAN —RAASANANNSN

structure
SS

confidence

Disorder ? 2272

Disorder
confidence
. 130 . . . 140 P . 150 . . 160 .. 170 . . 180

LMEEFHIEHL RDSMGQSLSGGERRRVEI ARALAANPKFILLDEPFAGVDPI SVI DI KRI |

. [ ] I .
confidence

Disorder 22227221272
Disorder
confidence

190 . .200 . . .. 210 . . .. 220 . . . .230 . . .. 240
EHLRDSGLGVLI TDHNVRETLAVCERAYI VSQGHLI AHGTPTEI LQDEHV KRVYL GEDF R
Secondar
svucmrg AAAAN ey QUAAANN ey ey RANAN RARANAN
SS
confidence
Disorder ? 2 —22722

Disorder
confidence

| Sequence I8

Secondary
structure

SS
-

Disorder ?
D|_sorder -
confidence

Confidence Key
High(9) IRIETIRNE Low (0)
? Disordered
A% Alpha helix
) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

