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Secondary structure and
disorder prediction

10 L. .20 L ... 30 . . 40 .. 50 . . 60

MRI HSPYPASWALAQRI GYLYSEGEI | YLADTPFERLLDI QRQVGQCQTMTSLSQADFEA
o AAR— AAAAAN — ——— — —— AAARAAR AR ——— AARRAR

structure

confldence
Disorder
confidence
.70 . . . ., . . . .8 . . . ., . . . .9 . . . ., . . . .120. . . ., . . . .10 . . . ., . . . .120

PEEMEIEIRLEAVFHQNT GESQQI AQDI DQSVDLLSLSEEMPANEDLL NEDSAAPVI RLI NAI LSEAI
Secondary pu mmAR AAAAARARA AARARARAAR ARAARARARARA —— AAARARARAR
structure (WRARASN R ANRAN

SS

confidence
Disorder ————— 222?22 ———— 2?2?7222 22?722?2?22727?22222°2 22?2?22
Disorder
confidence

o B0 - o o 140 o - o B0 - o o 160 P 170 180

KETASDI HI ETYEKTMSI RFRI DGVLRTI LQPNKKLAALLI SRI KVMARL DI AEKRI PQD
Secondar
VYR — ———— — ANAAURAARRALRAANS RRRA

structure

SS
-

Disorder ?

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

GRI SLRI GRRNI DVRVSTLPS | YGERAVLRLLDKNSLQLSLNNLGMTAADKQDLENLI QL

Secondary - )
— - ————— RRRRRRIR
ST = e RAN RAN
- HE EEEE | -S4 - .
confidence
Disorder 2 222722
[ |

Disorder
confidence
. 250 . . . . 260 . . .. 270 . L .. 280 . . .. .29 . . .. 300

PHGI | LVTGP TGSGKSTTLYAI LSALNTPGRNI LTVEDPVEYELEGI GQT QVNTRVDMSF

O ——————— ARUUARARRRN — ———— —— ARAR A

SS
confidence

Disorder ?

Disorder
confidence
. 310 . . . . 320 . . .. 330 . . .. 340 . . .. 350 . . .. 360

ARGLRAI LRQDPDVVMVGEI RDTETAQI AVQASLTGHLVLSTLHTNSASGAVTRLRDMGV
secondary ARARRAAR —_— ATTTTATIARALT  AATARARL  ARAARRRRAR

structure
)
confidence

Disorder

Disorder
confidence
. 370 . . . . . . 380 . . . . . . 390 . . . 400 410 . . . 420

ESFLLSSSLAGI | AQRLVRRLCPQCRQFTPVSPQQAQMFKYHQLAVTTI GTPVGCPHCHQ

Secondary, _u m A ARAAAR AAAARAAAAL — AAAR AARRAN (E— RRR
structure
confidence
Disorder ? ?? 2?2 —
L | T -

Disorder
confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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