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# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

1 c1afoB_ Alignment 13.7 38
PDB header:integral membrane protein
Chain: B: PDB Molecule:glycophorin a;
PDBTitle: dimeric transmembrane domain of human glycophorin a,
nmr,2 20 structures

2 c2ap7A_ Alignment 12.2 38
PDB header:antibiotic
Chain: A: PDB Molecule:bombinin h2;
PDBTitle: solution structure of bombinin h2 in dpc micelles

3 d1wtea_ Alignment 8.2 100
Fold:Restriction endonuclease-l ike
Superfamily:Restriction endonuclease-l ike
Family:Restriction endonuclease EcoO109IR

http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1afoB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/09b4804bcceb2692/c1afoB_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2ap7A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/09b4804bcceb2692/c2ap7A_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1wtea_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/09b4804bcceb2692/d1wtea_.3.pdb

