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Detailed template
information

# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

PDB header:hydrolase/dna
Chain: A: PDB Molecule:eco29kir;

PDBTitle: dna binding and cleavage by the giy-yig endonuclease
r.eco29ki2 inactive variant y49f

1 c3nicA_ Alignment

— Fold:AF0104/ALDC/Ptd012-like
2 dlxcral Alignment Superfamily:AF0104/ALDC/Ptd012-like
Family:PTD012-like

Fold:CO dehydrogenase flavoprotein C-domain-like
Superfamily:FAD/NAD-linked reductases, dimerisation (C-
20 terminal) domain

Family:FAD/NAD-linked reductases, dimerisation (C-terminal)
domain

3 dlglra3 Alignment



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3nicA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/08bbab574202cc2a/c3nicA_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1xcra1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/08bbab574202cc2a/d1xcra1.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1q1ra3
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/08bbab574202cc2a/d1q1ra3.3.pdb

