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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. 50 . . 60

MNKYLKYFSGTLVGLMLSTSAFAAAEYAVVLKTLSNPFWVDMKKGI EDEAKTLGVSVDI F

Secondary }
—AARARAAAARARRAR —  — RRARARRARRRRRA
structure LARUAN _ LT AR ——
SS
. | e )
confidence -
Disorder ? ? 2 2222 22

Dllsorder
confidence
.70 . . . ., . . . .80 . . . .., . . . .9 . . . ., . . . .100. . . ., . . . .10. . . .., . . . .12

P ASPSEGDFQS QLQLFEDLSNKNYKGI AFAPLSSVNLVMPVARAWKKGI YLVNLDEKI DMD
Secondary

~~~~~~ RAARRRARAR =y RRRRRAARR e ——,
structure RN AANAAN
SS
S R
Disorder ? —? 2 2

Disorder —
confidence
130 .. 140 P . 150 . . . 160 ... 170 0 L 180

NLKKAGGNVEAFVTTDNVAVGAKGASFI | DKLGAEGGEVAI | EGKAGNAS GEARRNGATE
Secondar - -
e e ey — AR ANRNNNANUNNARN——— e — G

structure

confldence
Disorder
confidence

190 .. .200 . . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

AFKKASQI KL VASQPADWDRI KALDVATNVLQRNPNI KAI YCANDTMAMGVAQAVANAGK
Secondar
VY RARA ey A AARARRARARARAR ey AARARAARRARRA

structure

confidence

Disorder ? 2 2

Disorder
confidence
. 250 . . . . 260 . . . . 270 . . .. 280 . . .o.290 . . . .. 300

TGKVLVVGTDGI PEARKMVE AGQMTATVAQNPADI GATGL KLMVDAEKSGKVI PLDKAPE
S ———— AARARRAA —— —— —ARARRRARR ARARARAR

structure

SS

confidence
Disorder 22

Disorder
confidence
. 310 .

FKLVDSI LVTQ

Secondary
structure

Disorder ————— 1?2?2222

Di.sorder
confidence
Confidence Key

High(9) I EHIRIRNLow (0)
? Disordered
A% Alpha helix
=) Beta strand



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

