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Secondary structure and
disorder prediction

10 .. 20 . . .. 30 . . 40 .. 50 . . 60
MKKI | CLVI TLLMTLPVYAKLTAHEEARI NAMLEGLAQKKDLI FVRNGDEHTCYEAVSHL
Secondary
—RAAAAARASAANNNNNNN AAAAAANASNNNNNN ——— RANAAAAS
structure
SS
confidence
Disorder ? ? 2 2222227 ?
Disorder
confidence

o YO o o ° 80 90 s o WO o o 110 .. 120

RLKLGNTRNRI DTAEQF|I DKVASSSSI TGKPYI VKI PGKS DENAQPFLHALI AQTDKTVP
S d ,
s RRAAAAALT  AGARAAAARAAAAARANR s ARARAAARRRARNA

structure

_ | .| B DS e e == & |
confidence

Disorder ———————2 27 —2? 2 77 27222272 721272

Dllsorder — I — T DT T BN D O E— T —
confidence

AEGN
Secondary
structure

SS
P —

Disorder 2 2 2 2
D|.sorder —
confidence

Confidence Key
High(9) Il IRIREINLow (0)
? Disordered
A% Alpha helix
) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

