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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. . 50 . . 60

MTDKRKDGSGKLLYCSFCGKSQHEVRKLI AGPSVYI CDECVDLCNDI | REEI KEVAPHRE
STy — AUIRARART AAARAARTARARARARRAARARAR

structure
SS

confidence

Dlsorder?’)'}")'),,’)'), ?2 —2 2 2 —2 222227272272

Disorder
confidence
70 . . . 80 . . . 90 100 110 120

RSALPTPHEI RNHLDDY VI GQEQAKKVLAVAVYNHYKRLRNGDTSNGVELGKSNI LLI GP

>econdary ma——— ARRARAR  AAARAARAAA —
Pcondary gn——— ARRR ARARRA —
SS . _________________________H I . | . .| | B | | |
confidence
Disorder 2 2 2 2 2 2 227?2?2?2?22722?22?22?2212?27? — —

DlSOrder I
confidence
130 .. 140 .. . 150 . .. 160 ... 170 0 L 180

TGSGKTLLAETLARLLDVPFTMADATTLTEAGYVGEDVENI | QKLLQKCDYDVQKAQRGI
Secondar
Y ARAARARRARA = —) ARAARAAUARAUARAARARAN — =

structure
SS
confidence

Disorder 2 —2

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

VYI DEI DKI SRKSDNPSI TRDVSGEGVQQALLKLI EGTVAAVPPQGGRKHPQQEFLQVDT
SECONAATY ey — RAR ARRRRRRARRANR

structure

confidence

Disorder*iﬁﬁ*fﬁ*7*7777777777777777 2?2?2?2?2?2?2?2?2?2?2?2?2?2?2?2?

Disorder
confidence

5 250 « o .. 260 . . o o 210 5 . .. 280 . . o o 28D o o .. 300

SKI LFI CGGAFAGLDKVI SHRVETGSGI GF GATVKAKSDKASEGELLAQVEPEDLI KFGL

Secondary
————— AARAARARAA AR ARAARAARARARA ARARARA
structure
confidence
Disorder 2?2222 —222722222222222222212172712? ? ?

Disorder
confidence

o IO o o o o 820 5 o o o o 880 . o .. 340 . . o o 380 . . . . 360

| PEFI GRLPVVATLNELSEEALI QI LKEPKNALTKQYQAL FNLEGVDLEF RDEALDAI AK
secondary. _qmmm —_— AAARARARAAAAAARAARARAR AR mmp —AARAARARA

structure

Disorder
Dllsorder HE BN . N N

confidence
. 370 . . . . . . 380 . . . . . . 390 . . . 400 410 . . . 420

KAMARKTGARGLRSI VEAALLDTMYDLPSMEDVEKVVI DESVI DGQSKPLLI YGKPEAQQ

Secondary ;
AUTIRTARTAARANAARAN sy RAAN s AR
structure A R
confidence
Disorder ? 22?2 —12722? 22222722272

Disorder
confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

ASGE
Secondary .
structure AR

SS
-

Disorder 2 2 2 2

Dllsorder
confidence

Confidence Key
High() I CINIRINLow (0)
? Disordered
A% Alpha helix
=) Beta strand



