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# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

1 c3awfC_ Alignment 7.9 21
PDB header:hydrolase, membrane protein
Chain: C: PDB Molecule:voltage-sensor containing phosphatase;
PDBTitle: crystal structure of pten-l ike domain of ci-vsp (236-576)

2 c3aa6C_ Alignment 6.3 46

PDB header:protein binding
Chain: C: PDB Molecule:23mer peptide from cd2-associated
protein;
PDBTitle: crystal structure of actin capping protein in complex with
the cp-2 binding motif derived from cd2ap
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