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Secondary structure and
disorder prediction
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http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

L. . ... .. 430 . . . ., . . . .48 . . . ., . . . .45 . . . ., . . . .40 . . . ., . . . .40 . . . .., . . . .480
P L CVEKRGVQT NMVYHGNQVALTYEI PMAEVVLDFFDRLKS TSRGYASLDYNFKRFQASDM
Secondary ARAN e essssssp e ssssssssy UL LR — LA LAAA N e———— e E——

structure

—___ I .

Disorder ? ? ?
Disorder
confidence
490 . . 500 . . .. 510 . . .. 520 . . .. 530 . . .. . 540

BT VRVDVLI NGERVDALALI THRDNSQNRGRELVEKMKDLI PRQQFDI Al QAAI GTHI | ARS

Secondary
T —— AARATIRRARARRRRRN ey
structure » T
. I I .
confidence
Disorder 2 222 ? —7 22 —2222 — 2
T

Disorder
confidence

P T VKQLRKNVL AKCYGGDI SRKKKLLQKQKE GKKRMKQI GNVELPQEAFLAI LHVGKDNK

2 B850 - o o P (6 O B N 170 B o oo 0 B0 5 o o 0o oo o 38D . o o

Secondary
—————— ————— RARARARARARRARARRARRRR =) RARRRRRR
structure AN AN
SS
. L .
Disorder —2 —2 —————— 2?22?2217 ? 22?2?72 2?72?2?2?2?27?

DI,Sorder LB i |
confidence

Confidence Key
High(9) I ENIRIINLow (0)
? Disordered
A% Alpha helix
=) Beta strand



