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disorder prediction

10 .o.20 . .. 30 . . 40 .. 50 . . 60

MLTFI ELLI GVVVI VGVARY I | KGYSATGVLFVGGLLLLI | SAI MGHKVL PSSQASTGYS
>econday  AAAAAAAAAAAAAAAAAAAA —AAAAAAARAARAAAARARAARAARARARAR ——

structure

SS
confidence

Disorder ? ? 2 ? 22—

Dllsorder
confidence
70 . . . 80 . . . 90 100 110 120

ATDI VEYVKI LLMSRGGDLGMMI MMLCGFAAYMTHI GANDMVVKLASKPLQYI NSPYLLM
Secondar
Y —AAAAAAAARA — AAAAARARRAARAAAARA —AARAARAARAAA —AARRA

structure

Disorder 222227
Disorder
confidence
130 .. 140 .. . 150 . .. 160 ... 170 0 L 180

| AAYFVACLMSLAVSSATGL GVLLMATLFPVMVNVGI SRGAAAAI CASPAAI | LAPTSGD

>econda’ AMAAAAAAAAAAA —AARAAAARAAARAAARAAA ——AARRRAARRARAA — AR
structure s
SS - eE—— .
confidence
Disorder 22222 ? 2?22?2222
L I N .

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

VVLAAQASEMSLI DFAFKTTLPI SI AAI | GMAI AHFFWQRYLDKKEHI SHEMLDVSEI TT
Secondary
ARANAAAAA——AMAAWRANRAANURAARAANARAARANIRASS RARRARASN

structure

SS ——— o —
confidence

Disorder ?? 2222222222222 —27272

Disorder
confidence

5 250 « o .. 260 . . o o 200 5 o o o« 20 5 o o o o 28D o o .. 300

TAPAFYAI LPFTPI I GVLI FDGKWGPQLHI | TILVICMLI ASI LEFLRSFNTQKVFSGLE
secondary - AARAAAAAAARAARAAAAAAAL AAAARAARARAARARARAARAR ARRRARRAR

structure

SS

confidence
Disorder ? 2 2 ? 22 2

Disorder
confidence

o IO o o o o 820 o o s 830 . o o 340 o o 380 . . . . 360

VAYRGMADAF ANVVMLLVAAGVFAQGLSTI GFI QSLI SIATSFGSASI I LMLVLVILTML
Secondany. o g AAAAAAARAAAAAAAAAARARAAARAAA — AARAARAAAR —  AARAARARARARAA

structure

SS
confidence

Disorder ? 2 2
Disorder — —
confidence
.. 370 . . . . . . 380 . . . noc oo 8D - o o 400 410 420
AAVTTGSGNAPFYAFVEMI PKLAHSSGI NPAYLTI PMLQASNLGRTLSPVSGVVVAVAGM
>econdal AMMAAA— AAAAARAARAAAAAAAA ——AARAARAAAAAAAA — AAARAARAARAA

structure

. __

Disorder 2 2

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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