PETER 1. a kel ley@imperial .ac.uk
| Description [ie:y)

Thu Jan 511:17:50 GMT
Dam 2012

U”'q“eJ°b 0432c4151738a211

jl]\ ]w\Z

Secondary structure and
disorder prediction

10 .o.20 . 30 40 .. . 50 . . 60

MLKVLLLFVLLI AGI VVGPMI AGHQGYVLI QTDNYNI ETSVTGLAI I LI LAMVVLFAI EW
>econdal ARAAAAAAAAAARAARAAR AR smmmmp — = AAAR AAAAAAAAAR ARARRARRAA

structure

SS
confidence

Disorder ?

Disorder
confidence
.70 .. 80 90 100 110 120

LLRRI FRTGAHTRGWFVGRKRRRARKQTEQALLKLAEGDY QQVEKLMAKNADHAEQPVVN

STy C  ARKIARRRRARRARARRARAR ——ARARARRARRRAR
socnrs RRARAR A RURRRR A LU RAR
[ [ e
confidence
Disorder ? —? ?

Disorder
confidence
130 .. 140 .. . 150 . .. 160 ... 170 0 L 180

YLLAAEAAQQRGDEARANQHLERAAELAGNDTI PVEI TRVRLQLARNENHAARHGVDKLL
Secondar
Y AAAAAAAAAA — ASAAAAAAARARAA —  AARAARARAARAAA — AAARRARRARRA

structure

SS
confidence

Disorder ? ?

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

EVTPRHPEVL RLAEQAYI RT GAWSSLLDI | PSMAKAHVGDEEHRAMLEQQAWI GLMDQAR
seconda’y AR AARAAAARAARAA —— ARRARAARARAR —— C RRUARRRUTIRRRAURARR

structure

SS
confidence

Disorder 2?22 ?

Disorder
confidence
. 250 . . . . 260 . . .. 270 . . .. 280 . . .. .29 . . .. 300

ADNGSEGLRNWWKNQSRKTRHQVALQVAMAEHLI ECDDHDTAQQI | | DGLKRQYDDRLLL
A ARARRARARA ALRAAAATAAMAL  AAARRAAAAARAAS  ARAAA

structure

SS T
confidence

Disorder 2 2 2 ? 2

Disorder
confidence
. 310 . . . . 320 . . .. 330 . . .. 340 . . 350 .. 360

PI PRLKTNNPEQLEKVLRQQI KNVGDRPLLWSTLGQSLMKHGEWQEASLAFRAALKQRPD
Secondar ARAAAA—AAARARARAAAAAL ——AAAARRARARARR —ARRRARAARARRRA ——

structure

SS
R —

Disorder ?

Disorder
confidence
. 370 . . . . . . 380 . . . . . . 390 . . .

AYDYAWLADALDRLHKPEEAAAMRRDGLMLTLQNNPPQ
Secondary
L L N e W R L R W L L L

structure

SS
confidence

Disorder ? 2222221272

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

Confidence Key
High(9) I TIIRRII Low (0)
? Disordered
AR Alpha helix
) Beta strand



