PETER 1. a kel ley@imperial .ac.uk

T P37013
’ ‘V')/—\ ThuJan511:54:23 GMT
_‘ Date 2012
Unique J°b 03f8a%eefd7b2cf8

Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. 50 . . 60

MSFSVDVLANI Al ELQRGI GHQDRFQRLI TTLRQVLECDASALLRYDSRQFI PLAI DGLA

Secondary, _u m AAAAAAAAAAAAA —— AAAAAAAAAA —— e —
structure RSARN — ———
SS B BN 0 | & | & |
confidence
Disorder 2 2 2 2 22 22

Dllsorder N
confidence
70 80 90 . . . 100 . . . 110 120

KDVLGRRFALEGHPRLEAI ARAGDVVRFPADSELPDPYDGLI PGQESLKVHACVGLPLFA

Secondary mamm AMAARAAAA —mmmp — AR ARRRARRA ——— '
structure RARAA & ———— . [R—
confidence
Disorder —2 22?222 —2 2 2 —? 22272 2
T

D|.sorder -
confidence
130 .. 140 .. . 150 . .. 160 ... 170 0 L 180

GQNLI GALTL DGMQPDQFDVFSDEELRLI AALAAGALSNALLI EQLESQNMLPGDATPFE

Secondary
e AVRATURRAMURARRANRARARAANAARAANNNRNNNAN

structure

confidence
Disorder 222122

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

AVKQTQMI GLSPGMTQLKKEI EI VAASDLNVLI SGETGTGKELVAKAI HEASPRAVNP LYV
Secondar
ALY RARARAARARARNASN —_— RARANRAARN ———— s

structure

confidence

D|sorder7777777777 ?2 —2?2?2??

Disorder
confidence

5 250 « o .. 260 . . o o 210 5 . .. 280 . . o o 28D o o .. 300

YLNCAALPESVAESELFGHVKGAFTGAI SNRSGKFEMADNGTLFLDEI GELSLALQAKLL

Secondary )
— A8 AAARARRAA — ———————— RARRARAN
structure AR AR
confidence
Disorder 2 2

Disorder
confidence
. 310 . . . . 320 . . .. 330 . . .. 340 . . .. 350 . . .. 360

RVLQYGDI QRVGDDRCLRVDVRVLAATNRDLREEVLAGRF RADLFHRLSVFPLSVPPLRE
Secondar ARAN———mmmp ———— RARRRRRN AR ——

structure

Disorder ? 2 2
Disorder

- . |
confidence

. 370 . . . . . . 380 . . . .. .39 . . . . . . 400 . . . 410 420

RGDDVI LLAGYFCEQCRLRQGLSRVVLSAGARNLLQHYSFPGNVRELEHAI HRAVVLARA

e ARAARRAAAR — RARRARAR RURARRAARRRRRN
<tructure RURRRR RURRARNA

confidence
Disorder 22 272

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

. 430 . . 440 .. . 450 . . 460 .. . 470 . . 480

BT TRSGDEVI LEAQHFAFPEVTLPTPEVAAVP VVKQNLREATEAFQRETI RQALAQNHHNWA

Secondary
RN RAARAARAARAARAANRAASN — AN
structure
confidence
Disorder ? 2 22?2 ——22 2222222222 1222222222212217?722? 2?2 ——
Dllsorder - —
confidence

.. . ... . . . .49 . . . .., . . . .500. .o
P ACARMLETDVANLHRLAKRL GLKD
>econda’ AAAAAA —ARARRARRAR ——

structure

Disorder 22222

Disorder
confidence

Confidence Key
High(9) [/ EIIEEI Low (0)
? Disordered
A% Alpha helix
= Beta strand



