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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. . 50 . . 60

MRRTFTAEEKASVFELWKNGTGFSEI ANILGSKPGTI FTMLRDTGGI KPHERKRAVAHLT

Secondary
~~~~~~ ARRAALRRAAAL  RARARAAL  AUIRRRRARAR
structure
I O
confi dence
? 222222222222
LB _——

Disorder
confidence
.70 . . 80 90 . . . 100 . . . 110 120

LSEREEI RAGLSAKMSI RAI ATALNRSPSTI SREVQRNRGRRYYKAVDANNRANRMAKRP
Secondar
Y AAAAAAAARAAA — AAARAARA — ARARAARRARR — ANRANASRARARNAS—

structure

SS
confidence

Disorder ? —? ? 7 —

Disorder
confidence
130 .. 140 .. . 150 . .. 160 ... 170 0 L 180

KPCLLDQNLPLRKLVLEKLEMKWSPEQI SGWLRRTKPRQKTLRI SPETIYKTLYFRSREA

Sy ———— ALRRRAARAAAA — RARRRRARRAN AVRRARARRURRURARER
structure
- - I R $#EE . 0 . ]
confidence
Disorder U ?

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

Sequence LHHLNI QHLRRSHSLRHGRRHTRKGERGTI NI VNGTPI HE RSRNI DNRRS LGHWEGDLVS
Secondar
Y ARAAARARAL ARAAN RAAAANAN

structure

SS | I T . .
confidence

Disorderi*kkikﬁkk-)7777777777777777777*7

Disorder
confidence

.. 250 . . .. 260 . . ..270 . . . .280 . . ..0290 . . .. 300
GTKNSHIATLVDRKSRYTI | VRLRGKDSVSVNQALTDKFLSLPSELRKSL TWDRGMEL AR
Secondary - -

— —— —————] e iy — AAARRANRANRE —

structure g g ANN [ v
SS
confidence
Disorder

Disorder
confidence
. 310 . . . . 320 . . .. 330 . . . .. 340 . . .. 350 . . .. 360

HLEFTVSTGVKVYFCDPQSPWQRGTNENTNGLIRQYFPKKTCLAQYTQHELDLVAAQLNN
Secondary
RARANANN — — RARANRRANN — L
structure AR AN RSN
SS
confidence
Disorder 2272 2

Di.sorder — —
confidence
. . 370 . . . . . . 380 . .
RPRKTLKF KTPKEI | ERGVALTD
o —AARA——RAARRAAA

structure

. __- T

Disorder ? 2222

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

Confidence Key
High(9) I TIIRRII Low (0)
? Disordered
AR Alpha helix
) Beta strand



