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# Template

Alignment Coverage

3D Model

1 c2kncA_ Alignment

2 C2jolA_ Alignment

3 C2jp3A_ Alignment

4 dirzhh2 Alignment

5 d119bh2 Alignment

6 Cc218sA_ Alignment -

7 d2rcrh2 Alignment -

8 C3t4A7A_ Align_ment

.

9 c3hd6A_ Alignment ( _“““T--
10 c2klaA_ Alignment -

11 Cc2b2hA_ Alignment

Confidence % i.d. Template Information

PDB header:cell adhesion

15 Chain: A: PDB Molecule:integrin alpha-iib;
PDBTitle: plateletintegrin alfaiib-beta3 transmembrane-
cytoplasmic2 heterocomplex
PDB header:hydrolase regulator

9 Chain: A: PDB Molecule:phospholemman;
PDBTitle: structure of the na,k-atpase regulatory protein fxydl in2
micelles
PDB header:transcription
Chain: A: PDB Molecule:fxyd domain-containing ion transport

6 regulator 4;
PDBTitle: solution structure of the human fxyd4 (chif) protein in
sds2 micelles
Fold:Single transmembrane helix
Superfamily:Photosystem Il reaction centre subunitH,

36 transmembrane region
Family:Photosystem || reaction centre subunit H, transmembrane
region
Fold:Single transmembrane helix
Superfamily:Photosystem Il reaction centre subunitH,

36 transmembrane region
Family:Photosystem Il reaction centre subunit H, transmembrane
region
PDB header:cell adhesion

23 Chain: A: PDB Molecule:integrin alpha-1;
PDBTitle: solution nmr structure of transmembrane and cytosolic
regions of2 integrin alphal in detergent micelles
Fold:Single transmembrane helix
Superfamily:Photosystem Il reaction centre subunitH,

36 transmembrane region
Family:Photosystem Il reaction centre subunit H, transmembrane
region
PDB header:immune system
Chain: A: PDB Molecule:scin-d;
PDBT crystal structure of truncated form of staphylococcal
complement?2 inhibitor d (scin-d) at 1.3 angstrom
PDB header:membrane protein, transport protein

15 Chain: A: PDB Molecule:ammonium transporter rh type c;
PDBTitle: crystal structure of the human rhesus glycoprotein rhcg
PDB header:cell adhesion

10 Chain: A: PDB Molecule:integrin alpha-iib;
PDBTitle: bicelle-embedded integrin alpha(iib) transmembrane
segment
PDB header:transport protein

11 Chain: A: PDB Molecule:ammonium transporter;

PDBTitle: ammonium transporter amt-1 from a. fulgidus (as)



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2kncA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dadc965393d3d0c9/c2kncA_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2jo1A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dadc965393d3d0c9/c2jo1A_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2jp3A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dadc965393d3d0c9/c2jp3A_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1rzhh2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dadc965393d3d0c9/d1rzhh2.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1l9bh2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dadc965393d3d0c9/d1l9bh2.5.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2l8sA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dadc965393d3d0c9/c2l8sA_.6.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2rcrh2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dadc965393d3d0c9/d2rcrh2.7.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3t47A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dadc965393d3d0c9/c3t47A_.8.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3hd6A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dadc965393d3d0c9/c3hd6A_.9.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2k1aA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dadc965393d3d0c9/c2k1aA_.10.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2b2hA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dadc965393d3d0c9/c2b2hA_.11.pdb

14

PDB header:membrane protein, transport protein

Chain: D: PDB Molecule:pts system, cellobiose-specificiic
component;

PDBTItle: crystal structure of the transporter chbc, the iic
component from the2 n,n'-diacetylchitobiose-specific
phosphotransferase system

14

Fold:Single transmembrane helix

Superfamily:Photosystem Il reaction centre subunitH,
transmembrane region

Family:Photosystem || reaction centre subunit H, transmembrane
region

12 c3gngD_ Alignment
13 dleysh2 Alignment
14  dlpwda_ Alignment

12

Fold:MFS general substrate transporter
Superfamily:MFS general substrate transporter
Family:Glycerol-3-phosphate transporter



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3qnqD_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dadc965393d3d0c9/c3qnqD_.12.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1eysh2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dadc965393d3d0c9/d1eysh2.13.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1pw4a_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dadc965393d3d0c9/d1pw4a_.14.pdb

Fold:Voltage-gated potassium channels
35 Superfamily:Voltage-gated potassium channels
Family:Voltage-gated potassium channels

15 d2p7tcl Alignment



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2p7tc1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dadc965393d3d0c9/d2p7tc1.15.pdb

