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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. 50 . . 60

BT MEP WKQCAQWLI HCKVLPTNHRVTWDSAQVFDLAQTLRDGVLLCQLLNNLRAHSI NLKEI

Secondary
— RRIRRRRARN RRRAURR RRRRRRRARR
structure RN RN RAAN
SS | | Iy @& | HE . [ |
confidence
Disorder ? ? 2227222 2?2?2722

Disorder
confidence
70 80 90 100 110 120

BT NLRPQMSQFL CLKNI RTFLTACCETFGMRKSELFEAFDLFDVRDFGKVI ETLSRLSRTPI

Secondary
S RRRRRRRRRAR R —ARAAA—ARARARARAR -
structure RN AAAN RAAN—ARANANN AAANARARAAN
confidence
Disorder 2 2 222 2 2 ? ? 22222222 ? 22222727
- |

Disorder
confidence

.. . .. . . . 130 . . . ., . . . 140 . . . .., . . . 150 . . . .., . . . .160 . . . ., . . . 170 . . . ., . . . .180
BRI ALATGI RPFPTEES|I NDEDI YKGLPDLI DETLVEDEEDLYDCVYGEDEGGEVYEDLMKAE
Secondar

! RSN AR RRAARA—

structure

. —_ M $[(hEEam =a I | | |
confidence
Disorder
confidence

... ... 190 . . ... .. .200 . .., 0210 . . ... .2200. . ... ...2300. . .., ... .240

P EAHQPKCPENDI RSCCLAEI KQTEEKYTETLESI EKYFMAPLKRFLTAAEFDSVFI NI PE

e ARLAMARARATIAARATAAAARAARAARAARAAARARL  ARAARRAN AR

structure

. SS .
confidence
Disorder
confidence
. 250 . . .. 260 . . .. 270 . . .. . 280 . . ..290 . . .. 300

B L VKLHRNLMQEI HDST VNKNDQNLYQVFI NYKERLVI YGQYCSGVESAI SSLDYI SKTKE
Secondary
ARMAARARAARARAAAA —— AARRRAAAAAAAAA — ARAAAAR
structure RASN RARRN—RRRASRN K
ss
confidence
Disorder ? ?

Disorder
confidence
. 310 . . . . 320 . . .. 330 . . .. 340 . . .. 350 . . 360

B DV KLKLEECS KRANNGKFTLRDLLVVPMQRVLKYHLLLQELVKHTTDPTEKANLKLALDA
Secondary
AAMARRARAR —— ARRAA AR RAAAAAAAAR ARARRAAAAA
structure RARAKRN AN RARARAARKRASNN K
sS
confidence
Disorder 222222217222 ??
Disorder
confidence

. . . ... . . . .370. . . ., . . . .38 . . . ., . . . .39. . . ., . . . .40. . . ., . . . .40. . . ., . . . .40
P MKDLAQYVNE VKRDNETLREI KQFQLSI ENLNQPVLLFGRPQGDGEI RI TTLDKHTKQER
Secondary N N
AAAAAAANAAAAAAARANRANRAANAANANN —_—
structure =
SS
confidence
Disorder ??

Dllsorder -
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

430 440 .. 450 . . 460 .. 470 . . 480

HI FLFDLAVI VCKRKGDNYE MKEI | DLQQY KI ANNPTTDKENKKWSYGFYLI HT QGQNGL

Sesit?ur::c::ﬂ:g E——— . E———— . E— —— [ E— —_—

SS
confidence

Disorder ?? 22 222227222
Disorder

. I || I B T
confidence

490 . . .500 . . . .. 510 . . . ..520 . . . .. .. 530 . . . .. . 540

EFYCKTKDLKKKWLEQFEMALSNI RPDYADSNFHDFKMHT FTRVTSCKVCQMLLRGTFYQ
SECONIAY ey ARAARAARARARARARRARARARAAR

structure
SS
. | e I |
confidence
Disorder 2227?22?22 ?2? —272?2727?2—727?27?—27?722?2?2?2?2?2227?2??—
[ )  ———————— (B I

Disorder
confidence

GYLCFKCGARAHKECLGRVDNCGRVNSGEQGTLKLPEKRT NGLRRTPKQVDPGLPKMQVI

2 B850 - o o P (6 O B N 170 B o oo 0 B0 5 o o 0o oo o 38D . o o 600

Secondary AR—
structure

. --_ | HE | | [ |
confidence

Disorder 22?22?2222 2?222272222222?222222222222222222727?

Disorder

confidence

610 N € 2. o o 0 B0 o o 640 o o0 o0 @O . o o 660

RNYSGTPPPALHEGPPLQLQAGDTVELLKGDAHSLFWQGRNLASGEVGFF PSDAVKPCPC

Secondary ; ;
structure ,
SS ] NI EE I ] ]
confidence
Disorder 2 2222?22?22 ?2?2?222222?227272 2 ?2 2?2?22 2?2?27?2?2?2?2?2?2?2?2?2?2?2?7??
Dlsorder | S [ | - B | BN s e I
confidence
.. 670 . . . . . . 680 . . . 690 .. .. 700 . . . ... 710 0 . .. . 720
VPKPVDYSCQPWYAGAMERL QAETELI NRVNSTYLVRHRTKESGEYAI SI KYNNEAKHI K
Secondary
ASRAAARN ——— | — — — — ——
structure u
confidence
Disorder 2 2 222 2 2 22222222222 ?22? 22722272722
I B . HE BN I ST

Disorder
confidence
. 730 . . . . 740 . . .. 750 . . 760 .. 770 . L 780

| LTRDGFFHI AENRKFKSLMELVEYYKHHS LKEGFRTLDT TLQFPYKEPEHSAGQRGNRA
PECONCATY  mmp—— e —————— RUARRRRL RRRRRN

structure

__—-_--_—- L [

Disorder 222 22 2 2222 22222227222

Disorder
confidence
. 790 . . . . 800 . . . . 810 . . . . 820 . . . . 830 . . . . 840

GNSLLSPKVL GI Al ARYDFCARDMRELSLL KGDVVKI YTKMSANGWWRGE VNGRVGWF P S

Secondary N
——y —— ————— I iy ——
structure AAA » A
confidence
Disorder 2 222222 —? 222?177 ?
Disorder

confidence

| Sequence RINQVASRSE]=

Secondary R —
structure AR

Dllsorder
confidence




High(9) Il IRIRRII Low (0)
? Disordered
AR Alpha helix
) Beta strand



