l.a.kelley@imperial.ac.uk
| Description FIZAYG

Fri May 25 10:06:19 BST
Unique J?g 3ac7d8dd9alc525d

Phyra?

Secondary structure and
disorder prediction

1 . . ., . . . .10 . . . .., . . . .20 . . . ., . . . .30 . . . ., . . . .4 . . . ., . . . .5 . . . .., . . . .60
PRI MENEKENLFCEPHKRGLMKTPLKESTTANI VLAEI QPDFGPLTTPTKPKE GSQGEPWTPT
Secondar

4 AARAA

structure

Di;order
confidence

.. . ... . . . .70 . . . ., . . . .8 . . . ., . . . .9 . . . ., . . . .100. . . ., . . . .10. . . ., . . . .10
BT ANLKMLI SAVSPEI RNRDQKRGLFDNRSGLPEAKDCI HEHLSGDEFEKSQPSRKEKSLGL
Secondar N

v —— RNNN ANAARRAN

structure
SS
confidence

Di.SOrder | I
confidence
.. . .. . . . 130 . . . .., . . . 140 . . . ., . . . 150 . . . .., . . . .10 . . . ., . . . .170 . . . ., . . . .180
PRI L CHKFLARYP NYPNPAVNNDI CLDEVAEEL NVERRRI YDI VNVLESLHMVSRLAKNRYTW
>econdary ARARAARARRAR ————— ARRAURARAR oy RUARRAARUAN iy oy
structure l l m
SS

confidence
Disorder 22122722

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

PEEEMEIEIHGRHNLNKTL GTLKSI GEENKYAEQI MMI KKKEYEQEFDF I KSYSI EDHI | KSNTGPNGH
Secondar
y RANRRASAVIRASAAARAASAAANAASAANAASRRARAAASAANNASN

structure

. SS —
confidence

Disorder ? 22 2222722722 ?2?2?7222272?27?21??

Disorder
confidence
. 250 . . . . 260 . . .. 270 . . .. 280 . . .o.290 . . . .. 300

B P DMCFVELPGVEFRAASVNS RKDKSLRVMS QKFVMLFLVSTPQI VSLEVAAKI LI GEDHV
FEsneey ARRALAALAAARARARAR - — AARARRAAN

structure

Di.sorder | [ |
confidence
.. . .. . . . .310 . . . ., . . . .320. . . .., . . . .330. . . ... . . . .380 . . . .., . . . .35 . . . .., . . . .360
B EDLDKSKFKTKI RRLYDI ANVLSSLDLI KKVHVTEERGRKPAFKWTGPEI SPNTSGSSPV
SO ARAARRA LULE LR LU —

structure

Disorder 2 2222?2222 ?2?22?22?22 72 2 —2 2 222222222 ————222272222222722727?

Di.SOrder | I . B N BN
confidence

. . . ... . . . .370. . . ., . . . .38 . . . ., . . . .39. . . ., . . . .40. . . ., . . . .40. . . ., . . . .40
P! HFTPSDLEVRRSSKENCAKNLFSTRGKPNFTRHPSLI KLVKSI ESDRRKI NSAPSSPI K
Secondar

Y AAAAAAAAAAARARARARAALA —ARAARA

structure

SS
P —

Dllsorder -
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

L. . ... . . 430 . . . ., . . . .40 . . . ., . . . .45 . . . .., . . . .40 . . . .., . . . .470 . . . ., . . . .480
B TNKAESSQNS APFPSKMAQL AAI CKMQLEEQSSESRQKVKVQLARSGPCKPVAPLDPPVN
Secondary
structure

SS
T | T O I N
N
Disorder
confidence

. . . ... . . . .4 . . . ., . . . .500. . . ., . . . .510. . . ., . . . .52 . . . ., . . . .53 . . . ., . . . .54
PRI AEMELTAPSLI QPLGMVPLI PSPLSSAVPLI LPQAPSGPSYAI YLQPTQAHQSVTPPQGL
Secondary
structure
confidence
Disorder 2 2 22?22?2222 ?2 2222222222 ?2?2?2222222?2?2?2?2?2?2?2?2?2?2?22?2?2?2?2?2?2?2?272272222?2?2?27?2?
Disorder
confidence

. . . ... . . . .55 . . . .., . . . .560 . . . .., . . . .570. . . .., . . . .580. . . .., . . . .59 . . . .., . . . .600
PR SPTVCTTHSS KATGSKDSTDATTEKAANDT SKASASTRPGSLLPAPERQGAKSRTREPAG
Secondary
structure

SS O T O O N O N [ N Y O N

confidence

Disorder
confidence
610 P . 620 . . P . 630 . . . 640 .. . 650 . . . 660

PRI ERGSKRASMLEDSGSKKKFKEDLKGLENVSATLFPSGYLI PLTQCSSLGAESI LSGKENS
Secondary
structure

. SS —

—
Disorder

confidence

.. . .. . . . 670 . . . ., . . . .B80 . . . ., . . . .69 . . . .., . . . .700. . . .., . . . .710. . . .., . . . .7120
P SALSPNHRI YSSPI AGVI PVTSSELTAVNFPSFHVTPLKL MVSPTSVAAVPVGNSPALAS
Secondary

structure

. __ A Y O A B e I |
confidence

Disorder
confidence

.. . .. . . . 730 . . . ... . . . 760 . . . ., . . . 750 . . . .., . . . .760 . . . .., . . . .770. . . .., . . . .1780
M SHPVPI QNPSSAI VNFTLQHLGLI SPNVQLSASPGSGI VPVSPRI ESVNVAPENAGTQQG
Secondary
structure

SS - [ R e —— e |

confidence

Disorder
confidence

. . . .., . . . .79 . . . .., . . . .80. . . .., . . . .80. . . .., . . . .80. . . .., . . . .80. . . .., . . . .s84
PEEEMEEIRATNYDSPVP GQSQPNGQSVAVTGAQQPVPVTPKGSQLVAESFFRTPGGP TKPTSSSCMD
Secondary
structure

—— oy A

confidence

Dllsorder -
confidence

. . . ... . . . .80 . . . .., . . . .860.

PR FEGANKTSLGTLFVPQRKLEVSTEDVH

Secondary -
structure R8N RARN

SS

-
Disorder ? 222222222 222222?22222?2? 22?2

| L]




High(9) Il IRIRRII Low (0)
? Disordered
AR Alpha helix
) Beta strand



