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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. 50 . . 60

PEEMEIEI MS Al QAAWPS GTECI AKYNFHGTAEQDLPFCKGDVLTI VAVTKDPNWYKAKNKVGREGI |

Secondary } ) ) )
[ —— —— ] ——
structure -- _' _— e —
SS I . I NS B s T . |
confidence
Disorder 2 2 2 22?22 —2 222 22

Disorder

. I 7
confidence

.. . ... . . . .70 . . . ., . . . .8 . . . ., . . . .9 . . . ., . . . .100. . . ., . . . .10. . . ., . . . .10

BT P ANYVQKREGVKAGTKLSLMPWFHGKI TREQAERLLYPPETGLFLVRESTNYPGDYTLCV
secondary’ ,, g AARRAR AARAAAARA '

ffffff Iy —————

structure

confidence

Disorder ————— 22222222222 222722

Disorder [y
confidence

.. . .. . . . 130 . . . .., . . . 140 . . . ., . . . 150 . . . .., . . . .10 . . . ., . . . .170 . . . ., . . . .180

P SCDGKVEHYRI MYHASKLSI DEEVYFENLMQLVEHYTSDADGLCTRLI KPKVMEGTVAAQ

Secondary __. : )

——— ——) ———— RRRRRN

structure AR

SS

confidence

Disorder ?2 2 ?2 ? ?2 22?2?2222 — 2727272727272 —

Disorder
confidence

Lo, 190 . ..., .2000. ..., 210 . ... 022000 . ... L2300 . ., ....240

PRI DEFYRSGWAL NMKELKLLQTI GKGEFGDVMLGDYRGNKVAVKCI KNDATAQAFLAEASVM
ndar " " " "

secondary L ee— — I . AAAARAAARRAS

structure

confidence

Disorder 2 ? ?

Disorder
confidence
. 250 . . . . 260 . . . . 270 . . .. 280 . . ..290 . . .. 300

BT T QLRHSNLVQLLGVI VEEKGGLYI VTEYMAKGSLVDYLRSRGRSVLGGDCLLKFSLDVCE
Secondary - -
————— ——————— ———————— ARARARAAA ———— ARARRARAAAAAA
structureu AR
ss
confidence
Disorder 2222722

Disorder
confidence
. 310 . . . . 320 . . . . 330 . . .. 340 . . .. 350 . . .. 360

BT AMEYLEGNNF VHRDLAARNVLVSEDNVAKVSDFGLTKEASSTQDTGKLPVKWTAPEALRE

>econda’ AARAAAAN — s—————— ARR=» —— s ey —— RARRAR
SS
confidence

Disorder 2 —2

Disorder
confidence
. 370 . . . . . . 380 . . . . . . 390 . . . 400 410 420

P KKFSTKSDVWSFGI LLWEI YSFGRVPYPRI PLKDVVPRVEKGYKMDAPDGCPPAVYEVMK
secondary  umAARAAAAARAARAA ARRAARARA AAARARAR

structure

. _- . I I

Disorder 222227217

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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