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Detailed template
information

# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

PDB header:structural genomics, unknown function
Chain: A: PDB Molecule:uncharacterized protein rhr2;
PDBTitle: solution structure of rhr2 from rhodobacter

sphaeroides.2 northeast structural genomics consortium

1 C2K5KA_ Alignment 33

PDB header:viral protein, rna binding protein

Chain: A: PDB Molecule:non-structural protein 3;
38 PDBTitle: solution structure of the sars-unique domain-c from the2
nonstructural protein 3 (nsp3) of the severe acute3 respiratory
syndrome coronavirus

2 2kafA Alignment

3 d2axtol Alignment

Fold:Transmembrane beta-barrels
Superfamily:OMPA-like
Family:PsbO-like



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2k5kA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/f05e00b5f80ceeb9/c2k5kA_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2kafA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/f05e00b5f80ceeb9/c2kafA_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2axto1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/f05e00b5f80ceeb9/d2axto1.3.pdb

