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# Template

Alignment Coverage

3D Model Confidence % i.d. Template Information

PDB header:plant protein
Chain: A: PDB Molecule:kalata-b7;

PDBTitle: nmr spatial srtucture of ternary complex kalata
b7/mn2+/dpc2 micelle

PDB header:structural genomics, unknown function
Chain: C: PDB Molecule:roadblock/Ic7 domain, robl_lc7;
PDBTitle: crystal structure of roadblock/Ic7 domain from
streptomyces2 avermitilis

25

Fold:Penicillin binding protein dimerisation domain
Superfamily:Penicillin binding protein dimerisation domain
Family:Penicillin binding protein dimerisation domain

1 C2jwmA_ Alignment_
2 c3kyeC_ Alignment
3 dlk25a3 Alignment
4 c3edhA AIignment_

PDB header:plant protein
Chain: A: PDB Molecule:varv peptide f;
PDBTitle: crystal structure of the cyclotide varv f



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2jwmA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d854b83aab96e608/c2jwmA_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3kyeC_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d854b83aab96e608/c3kyeC_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1k25a3
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d854b83aab96e608/d1k25a3.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3e4hA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d854b83aab96e608/c3e4hA_.4.pdb

