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3D Model Confidence % i.d. Template Information

PDB header:signaling protein
Chain: A: PDB Molecule:signaling peptide ual59sp;
nmr structure of ual59sp in tfe

PDB header:electron transport, photosynthesis

Chain: T: PDB Molecule:photosystemii reaction center protein t;
PDBTiItle: crystal structure of oxygen-evolving photosystemii at 1.9
angstrom2 resolution

PDB header:signaling protein/signaling protein

Chain: |: PDB Molecule:serine/threonine-protein kinase receptor
r3;

PDBTitle: specificity and structure of a high affinity activin-like 1
(alk1)2 signaling complex

PDB header:electron transport
Chain: T: PDB Molecule:photosystemii reaction center protein t;
PDBTitle: crystal structure of br-substituted photosystemii complex

Fold:Light-harvesting complex subunits
Superfamily:Light-harvesting complex subunits
Family:Light-harvesting complex subunits

Fold:Single transmembrane helix
Superfamily:Photosystem Il reaction center protein T, PsbT
Family:PsbT-like

PDB header:electron transport, photosynthesis

Chain: T: PDB Molecule:photosystemii reaction center protein t;

: crystal structure of oxygen-evolving photosystemii at 1.9
angstrom?2 resolution

PDB header:electron transport
Chain: T: PDB Molecule:photosystemii reaction center protein t;
PDBTitle: crystal structure of i-substituted photosystemii complex

PDB header:electron transport
Chain: T: PDB Molecule:photosystem ii reaction center protein t;
PDBTitle: crystal structure of i-substituted photosystemii complex

PDB header:electron transport

Chain: T: PDB Molecule:photosystemii reaction center t protein;
PDBTitle: crystal structure of photosystemii from
thermosynechococcus elongatus

information

# Template Alignment Coverage
1 C2i2jA_ :ignment

2 c3arct_ Alignment_
3 c4faol_ Alignn;

4 €3a0bT_ Alignment_
5 dlxrdal Alignment

6 d2axttl Alignment_
7 c3arcT_ Alignment_
8 c3a0hT_ Alignment_
9 c3a0ht_ Alignment_
10 c2axtt Alignment_
11 c3a0bt_ Alignmentl_I

PDB header:electron transport
Chain: T: PDB Molecule:photosystemiii reaction center protein t;
PDBTitle: crystal structure of br-substituted photosystemii complex



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2i2jA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/c2i2jA_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3arct_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/c3arct_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c4faoI_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/c4faoI_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3a0bT_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/c3a0bT_.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1xrda1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/d1xrda1.5.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2axtt1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/d2axtt1.6.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3arcT_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/c3arcT_.7.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3a0hT_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/c3a0hT_.8.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3a0ht_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/c3a0ht_.9.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2axtt_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/c2axtt_.10.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3a0bt_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/c3a0bt_.11.pdb

12 c2axtT_ Alignment
13 c3kziT_ Alignment
14 c1s5It Alignment
15 c1s5IT_ Alignment
16 CAfbyT_ Alignment
17 c3praT_ Alignment
18 c3prrT_ Alignment
19 c3bz2T_ Alignment
20 c3bz1T_ Alignment
21  cafbyg_ Alignment not modelled
22 dit3tal Alignment not modelled
23 c3lkiA_ Alignment not modelled

PDB header:electron transport

Chain: T: PDB Molecule:photosystemii reaction center t protein;
PDBTitle: crystal structure of photosystemii from
thermosynechococcus elongatus

PDB header:electron transport

T: PDB Molecule:photosystemiii reaction center protein t;
: crystal structure of monomeric form of cyanobacterial
photosystem ii

PDB header:photosynthesis
Chain: T: PDB Molecule:photosystemii psbt protein;
PDBTiItle: architecture of the photosynthetic oxygen evolving center

PDB header:photosynthesis
Chain: T: PDB Molecule:photosystem ii psbt protein;
PDBTitle: architecture of the photosynthetic oxygen evolving center

PDB header:photosynthesis
Chain: T: PDB Molecule:photosystemiii reaction center protein t;
PDBTitle: fs x-ray diffraction of photosystemiii

PDB header:photosynthesis

Chain: T: PDB Molecule:photosystem ii reaction center protein t;
PDBTitle: crystal structure of cyanobacterial photosystemii in
complex with2 terbutryn (part 1 of 2). this file contains first
monomer of psii3 dimer

PDB header:photosynthesis

Chain: T: PDB Molecule:photosystemiii reaction center protein t;
PDBTitle: crystal structure of cyanobacterial photosystemii in
complex with2 terbutryn (part 2 of 2). this file contains second
monomer of psii3 dimer

PDB header:electron transport

Chain: T: PDB Molecule:photosystemii reaction center protein t;
PDBTitle: crystal structure of cyanobacterial photosystemii (part 2
of 2). this2 file contains second monomer of psii dimer

PDB header:electron transport

Chain: T: PDB Molecule:photosystemii reaction center protein t;
PDBTitle: crystal structure of cyanobacterial photosystemii (part 1
of 2). this2 file contains first monomer of psii dimer

PDB header:photosynthesis
in: G: PDB Molecule:photosystem q(b) protein 1;
fs x-ray diffraction of photosystemii

Fold:RuvA C-terminal domain-like
Superfamily:FGAM synthase PurL, linker domain
Family:FGAM synthase PurL, linker domain

PDB header:transferase

Chain: A: PDB Molecule:fructokinase;

PDBTitle: crystal structure of fructokinase with bound atp from2
xylella fastidiosa



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2axtT_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/c2axtT_.12.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3kziT_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/c3kziT_.13.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1s5lt_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/c1s5lt_.14.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1s5lT_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/c1s5lT_.15.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c4fbyT_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/c4fbyT_.16.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3prqT_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/c3prqT_.17.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3prrT_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/c3prrT_.18.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3bz2T_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/c3bz2T_.19.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3bz1T_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/614868f70328ece6/c3bz1T_.20.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c4fbyg_
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1t3ta1
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3lkiA_

