AN 1. a kel ley@imperial .ac.uk

D 2 | Description [e¢I:ly
- = Sun Jul 8 11:45:06 BST
l]\] l a Date 2012

U“'q”eJ°b 33225918338427a6

Detailed template
information

# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

PDB header:rna binding protein

1 C2diuA_ Alignment Chain: A: PDB Molecule:kiaa0430 protein;
solution structure of the rrm domain of kiaa0430 protein
I Fold:Phosphotyrosine protein phosphatases I-like
2 2r4qal Alignment Superfamily:PTS system |IB component-like

Family:PTS system, Fructose specific IIB subunit-like



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2diuA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/33a25918338427a6/c2diuA_.1.pdb
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http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/33a25918338427a6/d2r4qa1.2.pdb

