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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. . 50 . . 60

MTKPRYNDVLFDDDDSVPSESVTRKSQRRKATSPGESRESSKDRLLI LPSMGESYTEYVD

seconaay —_— AARAAAA ARAA

structure

Disorder

a [ B B
confidence

70 . . 80 920 100 110 120

SYLNLELLERGERETPI FLESLTRQLTQKI YELI KTKSLTADTLQQI SDKYDGVVAENKL
e ARMAAAAAARAARAARAAA —— AARARAAAA — ARAAAAARAA ——AAA

structure

Disorder 2?27 ?2? ? ?
Disorder
confidence

o B0 - o o 140 o - o B0 - o o 160 P 170 180

LFLQRQYYVDDEGNVRDGRNNDKI YCEPKHVYDMVMATHL MNKHLRGKTL HSFLFSHFAN
Secondar )
Y —_— ey — RN ANAARARARARAA — AWRAANNNANN—

structure

confidence

Disorder ?2?

Disorder
confidence
190 . . 200 . . .. 210 . . .. 220 . . .. 230 . . .. 240

| SHAI I DWVQQFCSKCNKKGKI KPLKEYKRPDMYDKLLPMERI HI EVFEP FNGEAI EGKY
Secondary, __u m AARARAARARRAR ' -
ey

structure

confidence

Disorder 222722272222 722227?2722227?2?2? 22 7?

Disorder
confidence

5 250 « o .. 260 . . o o 210 5 . o« 20 5 o o o o 28D o o .. 300

SYVLLCRDYRSSFMWLLPLKSTKFKHLI PVVSSLFLTFARVPI FVTSSTL DKDDLYDI CE
SECONATY e————— S— RUTTLRIARURURAN —_— RRULULRAR

structure
SS
confidence

Disorder ? 222 2 —

Disorder
confidence
. 310 . . . . 320 . . .. 330 . . .. 340 . . .. 350 . . .. 360

EI ASKYGLRI GLGLKSSARFHTGGI LCI QY ALNSYKKECL ADWGKCLRYGPYRFNRRRNK

Secondary
RARR ——— — AVTTIRTASLLTIRTTIATILRARARRARRAY AR
structure
conf'denig
|
Disorder 222222222722 ? ? —

D |.Sorder | B I
confidence
. 370 . . . . . . 380 . . . . . . 390 . . . 400 410 . . . 420

RTKRKPVQVLLSEVPGHNAKFETKRERVI ENTYSRNMFKMAGGKGLI YLEDVNTFALANE

Secondary g AARR AMRAARARAN — — —

structure

Disorder ? 2 ? 2722221227272 7 ? 7 —22 722221272

Disorder

confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

430 440 .. 450 . . 460 4 7. . .. . 480

B ADNSCNNNGI LHNNNI GNDNFEEEVQKQFDLTEKNY| DEYDDLAHDSSEGEFEPNTLTPE

Secondary
ARAANRASRA
structure & RAARRAN
— I I | | [ ] I NN N I
confidence
? —? 22272222 222222222?22? 22222272 222222221?7?
Disorder —
confidence
.. . .. . . . .49 . . . ., . . . .500. . . ., . . . .510. . . .., . . . .520. . . .., . . . .530. . . .., . . . .54
PR EKPPHNVDEDRI ESTGVAAP MQGTEEPEKGDQKESDGASQVDQSVEI TRPETSYYQTLES
Secondary
~~~~~~~~ RRARRRN —
structure 88 88 RARRN
. -_ L | | ——————— N EENTTEE I I .
confidence
Disorder 2 222222222 ————2222?2722?272222222722?22222222222222?2 2 72— 2?2
Disorder
-
.. . ... . . . .550 . . . .., . . . .560 . . . .., .
PRI P STKRQKLDQQGNGDQTRDF GTSMEL
Secondary
—RRARRKRAR
structure AAA
confidence
Disorder ? 2 2 ————— 22722222222222?22222?22?

Disorder
confidence

Confidence Key
High(9) I EHIRIRNLow (0)
? Disordered
A% Alpha helix
=) Beta strand



