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disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
PFEEMESMTLNKLTKKELRSMFWRSFALQGAFNYERMQNLGYCYSMLPAI KKLYNKKENQAKAI ERH
Secondary
structure

SS

confidence

DlSOrder |
confidence

T (T )

L.ElIVF'.l\l'I;'I;'I.'VVVPAI LGI TAAMEEENANNPEFDESSI SAVKTALMGPLAGI GDSLFWGTFR
Secondary s R/———— ARRARRAARARARRA —————— AAARAARRARALALARLRLURARURARAAN

structure

SS
T —

Disorder 222272727272

Disorder
confidence
130 140 150 160 . . 170 . . 180

| | AAGVGVSLAKEGNI FGPLLFLLLYNI PAFALRI FGLKYGYQVGVNSLERI QREGLMEK
Secondary oo R ARRILRMA — RUTELILLLRLURRLLARALLAL UL UAAALARAAAAAL — ARAA

structure

SS

confidence
Disorder ?

Disorder
confidence
190 . 200 . 210 220 . . . 230 . .. 240

| MSMATTVGLFVVGGMVATMLSI TTPLKFNLNGAEVI LQDI LDKI | PNMLPLTFAFVI YY
SCCONCETY A ARARAAAARAARAAL — m—— AAAAARAAASARAARAASARAARAASA

structure

)
confidence

Disorder 2 —2

Disorder
confidence
L0250 . . . ., ... .20 . . . .,

MLkRk\)S\)TKLTl GTIVTGI ALHAI GLL
Secondary g g AVWRRULRRALLRRAN——

structure

confidence
Disorder 2272
]

Disorder
confidence

Confidence Key
High(9) I ENIRIRN ow (0)
? Disordered ( 8%)

A% Alpha helix ( 79%)
s Beta strand ( 4%)

SRS TM helix ( 49%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

