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Secondary structure and
disorder prediction

1 10 20 30 40 50 60

I MGSCl GKEDPPPGATSPVHTSSTLGRESLPSHPRIPSI GP1 AASSSGNTI DKNQNI SQSA

Secondary
structure AAA
SS HE I I I O O N
confidence
Disorder 22 2222?22?2?222222?2?2? ——————2272722222222?2222222222222222222222222
_ I E R e o g | [ B B s | I
confidence

.. . ... . . . .70 . . . .., . . . .8 . . . ., . . . .09 . . . ., . . . .100. . . ., . . . .110. . . .., . . . .12
PEEMEEINFVALFQYDARTDDDLSFKKDDI LEI LNDTQGDWWFARHKATGRTGYI PSNYVAREKSI E
Secondar N - , . ;

structurt}al ‘ ‘ P S ‘

Disorder 22227272 22272 222
Disorder
confidence

130 140 150 160 o o A0 o o 180

B s QP WY F GKMRRI DAEKCLLHTLNEHGAFLVRDSESRQHDLSLSVRENDSVKHYRI RQLDH

Secondary - . ; )
[— RAAARAARRRAN —— ] Y P ————
structure
SS
EEEE SN I SN NN
-

Disorder

Disorder
confidence
190 . 200 . 210 220 . . . 230 . .. 240

PR GGYFI ARRRPFATLHDLI AHYQREADGLCVNLGAPCAKSEAPQTTTFTYDDQWEVDRRSV

e —m—p——————AAAAARARAA >
structure iy — U R
confidence
Disorder ? 22 Py —

Disorder
confidence
250 260 .. 270 . . 280 . . 290 . . 300

P RLI RQI GAGQF GEVWEGRWNVNVPVAVKKLKAGTADPTDFLAEAQI MKKLRHPKLLSLYA
Secondary »— p——— »P———— R
S —— —— ey ———— sy ———— AR AR AR AR ARR— —
structure

Disorder ? 221?72

Disorder
confidence
310 320 330 340 350 360

P VCTRDEPI LI VTELMQENLLTFLQRRGRQCQMPQLVEI SAQVAAGMAYLEEMNFI HRDLA
Secondary - -
————— ey ———— AR L L L L S ]
structure
SS
confidence
Disorder 222222

Disorder

confidence
. . . ... . . . .30. . . ., . . . .38. . . ., . . . .39. . . ., . . . .40. . . ., . . . .40. . . ., . . . .40
PBEEMEYES ARNI LI NNSLSVKI ADFGLARI LMKENEYEARTGARFPI KWTAPEAANYNRFTTKSDVWS

i e — ————————— —— AARRAR———— AARAAA

confidence

Disorder 2222 2272
Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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