PETEN 12 kelley@imperial.ac.uk
| Description FeXElT

Wed Jul 10 14:39:59 BST
| oare fi
Unique JCI’B ea015dd284e7c5af

Phyra?

Secondary structure and
disorder prediction

1 . . .. . . . .10 . . . ... .. .20 . . . ., ....030 . . .., .. .o.40 . . . .., . . .o .5 . . . .., . . . .60
PR MEGHTDMEI LRTVKGSSTGEVNVHLVARDSAGPHPQLPTTAFI I PTNAATLGLPSTALDYV
Secondary - -
e L R L L L -— — —
structure m
confidence
Disorder 2 222222 2 —? 2?22?2?2?2?2?2?——2227?2222?222222222?227?27?
Di§order HE BN HE Em | [ |
confidence
.. . ... . . . .70 . . . .., . . . .8 . . . ., . . . .09 . . . ., . . . .100. . . ., . . . .110. . . .., . . . .12
PP YPREPVHVGALERVAGSEPVTATI LPQLSTGTGTNSTVRLLDWTGVSAPLPGSGMRFRI
Secondary . ;
S [
structure
confidence
Disorder ? 22 ?2? —222?2?22?22?22?2?22?2?22?222?22?2222?22?2?22?2?2?2?? 2222222222222
Di_Sorder | N . O . | L | - N e -
confidence
.. . .. . . . .13 . . . .., . . . .10 . . . ., . . . .25 . . . ., . . . .160 . . . ., . . . 170 . . . ., . . . .180
BRI NEYAPLNMI GVERPRSPEQRHEGGMARRDAGI QHPDVHQDRQDI TSLEPPVDASSCKCQA
Secondary
structure um
confidence
Disorder 22?22 -2222?222?2222222222222222222222222 1?2
Di§order || |  ——— N S TR N HE DI
confidence
.. ... . . .19 . .. ., ... .200. .. ., ... 210 . ..., ... .2200. . .., ... .230. . . ., . . . .240
PR CGPQQSSGLDVGSSGDRCSQPFQKRSVI VENSGCTI ASELLKPMKKRKHKEYQSPSEESE
Secondary AAARAAAAA
structure
confidence
Disorder ? 2?2?2272 —27?22?27?2?2?272?2°??2?2?272?27?22?2°22?22?2??22?2?2?2?22?2?2?2?2?2?2??2?2?7?°?
Disorder
[ DEEREE——
confidence -
... ... 025000 ..., L260 . ..., . ...270. ..., ... .0280 . . . .o, .o.o.o.290 . . . .., . . . .300
P PEAVKQGEGKDAEREPTPSTPENEEWSRSQLVSSEKKDGWSWESYLEEQKAVTAPVSLFQ
secondary ANARARAN = ARARN
structure
confidence
Disorder 2 2 2 22?2?2?2?2?2?2222?2?2?2?2?2?2?2?227277?22?2?2?2?2?2?2?2?2?2?2?~1717? ?
Di_sorder [ | | ] i | | I B .
confidence
L. . ... .. 0310 . . . ., ... .03200. . . ., ... .0330. . . ... . . .o .340 . . . . . . . . .35 . . . .., . . . .360
P DS QAVTHNKNGFKLGMKLEGI DPQHPSMYFI LTVAEVCGYRLRLHFDGYSECHDFWVNAN
Secondary - } . )
———— ——— —— Ry ————————] ——
structure!'
confidence
Disorder ? 2 2222222
Di;order —
confidence
. . . ... . . . .30. . . ., . . . .38. . . ., . . . .39. . . ., . . . .40. . . ., . . . .40. . . ., . . . .40
P s PDl HPAGWFEKTGHKLQLPKGYKEEEFSWSQYLRSTKAQAAPKHLFVSQSHSTPPVGFQ
Secondary N N
— — ANRAANN———— —
structure m
. —- TN BT | | e e R e L B & ]
confidence
Disorder ? 2?22 2 ? 22222227272

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

430 440 450 460 470 480

PEMEEVGMKLEAVDRMNPSLVCVASVTDVVDSRFLVHFDDWGDTYDYWCDPSSPYI HPVGWCQKAQ

Secondary - : ) )
—— —y —————— Ry —— Ry ———————] ——— —
structure AR

_——_—_— [ ]

Disorder ?

Disorder
confidence
490 500 510 520 530 540

B GKPLTPPQDYPDPDSFCWEKYLEETGTSAVPNWAFKVRPPHSFLVNMKLEAVDRRNPALI
Secondary - -
ARAAARAR = — —
structure M
sS

confidence
Disorder 2 2 22?22?2222 ?272? 2 2 2 22222 2 2 2

Di,sorder I Bl | Ol e
confidence
. . . .., . . . .55 . . . ., . . . .50. . . ., . . . .570. . . ., . . . .580. . . ., . . . .590. . . .., . . . .600
PEMEEIRVASVEDVEDHRI KLHFDGWSHNYDFWI DADHPDI HPAGWCSKTGHPLEPPLRPRESSSV
Secondary - - )
. —— — ——————— [ —
structure AR
SS
confidence

Disorder ?2 —? 222222221272

Disorder
confidence
.. . ... . . . .60 . . . .., . . . .62 . . . ., . . . .63 . . . .., . . . .60 . . . ., . . . .65 . . . .., . . . .660
P SPGGCPPLSHRSPPHTKTSKYNFHHRKCPTPGCDGSGHVTGKFTAHHCLSGCPLAEKNQS
Secondary R85

structure

Disorder

. | [ | H Em | I . N .
confidence

. . . ., . . . .€70. . . ., . . . .88 . . . ., . . . .. . . ., . . . .700. . . ., . . . .T710. . . ., . . . .72

P RLKAELSDSETAARKKNPSNLSPRKKPRHQGRI GRPPKYRKI PEEDLQALPPSVVHQSLEF
Secondary
structure
SS
confidence

DI_Sorder H B SEEEEEEEE [ | ]
confidence

.. . .. . . . .70 . . . .., . . . .70 . . . ., . . . .75 . . . .., . . . .760. . . ., . . . .770. . . .., . . . .78
P MSTLPTHADRPLSVCWEQHCKLLPGVAGI SASTVSKWTI EEVFGFVQTLTGSEDQARLFK
Secondary
— RAAARLARNAN—ANRANANNNN
structure m u
Disorder 2 ? —2?2?2?2?2?2?2?2?2?2?2?2 22?2?72 72
Di_sorder —
confidence
. . ... . . .79 . . . ., . . . .800. . . .., . . . .80 . . . .., . . . .80. . . .., .
P DEMI DGEAFLLLTQADI VKI MSVKLGPALKI YNAI LMFKNTDDAFK
Secondary
— —RARARANN R G
structure!' um
confidence
Disorder 22 222222

Disorder
confidence

Confidence Key
High(9) I ENIRIRN ow (0)
? Disordered
A% Alpha helix
= Beta strand



