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# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

1 c3kz5E_ Alignment 13.5 46
PDB header:dna binding protein
Chain: E: PDB Molecule:protein sopb;
PDBTitle: structure of cdomain

2 c3ij2B_ Alignment 6.6 67
PDB header:hormone/protein binding
Chain: B: PDB Molecule:beta-nerve growth factor;
PDBTitle: l igand-receptor structure

3 c2w7vB_ Alignment 6.3 23
PDB header:transport protein
Chain: B: PDB Molecule:general secretion pathway protein l;
PDBTitle: periplasmic domain of epsl from vibrio
parahaemolyticus

http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3kz5E_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cd95d3a0c48e2fc7/c3kz5E_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3ij2B_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cd95d3a0c48e2fc7/c3ij2B_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2w7vB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cd95d3a0c48e2fc7/c2w7vB_.3.pdb

